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Challenges and Opportunities to Antibiotics

SHI Bing-xing, LI Jing-chuan, YUAN Ying-jin, HU Zong-ding

(Department of Pharmaceutical Engineering, School of Chemical Engineering and Technol ogy,
Tianjin University, Tianjin 300072, China)

Abstract: Challenges and opportunities to antibiotics are reviewed. Antibiotics, which have greatly enhanced human
health, now are facing the issue of drug resistance of pathogen microbes and newly found diseases. However,
modern biotechnology, including genomics, proteomics, bioinformatics and bio-macromolecular crystalization, is
providing new ideas and methodology for the research and devel opment of new pharmaceuticals.
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