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Abstract Objective As a genus of human calicivirus, norovirus has been recognized as the most common cause of food-
borne and nosocomial outbreaks of acute non-bacterial gastroenteritis in humans worldwide and the secondly important pathogen for
viral diarrhea in hospitalized children. The aim of the present study was to evaluate the prevalence of norovirus in hospitalized
children under 5 years old with acute gastroenteritis in the biggest pediatric hospital in Shanghai, China over a long period. The
information will provide important data and theoretical basis for development of norovirus vaceine and control of norovirus infection.
Methods A total of 5 534 stool samples were collected from hospitalized children with acute diarthea in childrens hospital,
Fudan University during 2001 to 2005. 96% of the samples were collected within 5 days after illness onset. After all the samples
were tested for rotavirus antigen, systematic sampling was applied to collect 484 samples from all the rotavirus negative stools. RNA
was purified from 10% ( W/V ) of fecal suspensions using TRIzol. RT-PCR was applied for determination of norovirus. A multiple
sequence alignment of 170nt nucleotide sequence from region B of the polymerase region sequence was constructed using Clustal W.
Phylogenetic trees were constructed using Mega 4. 1 software by the neighbor-joining methods. Results  Of the 45 norovirus
infected children, more than one-third ( 35.6% ) were at 6 — 11 months of age, followed by 12 —23 months ( 22.2% ) and 0 -5
months ( 20% ). The monthly distribution of norovirus infection illustrated a seasonal peak from August ( 17% ) to November
(9.8% ). Another small peak was found in May and June. Among the 6 norovirus positive samples in 2001, 2 were identified to be
G 1 -7, one was G Il -3 and the other 3 strains were G Il 4 genotype. 1 sample belonged to G Il -3 and the other 3 were G Il 4 in the
years of 2002. All the 27 samples during the years of 2003 to 2005 were identified to be G Il 4 genotype. Conclusions A

seasonal and age distribution of norovirus infections was found in hospitalized children in Shanghai. G [ 4 was the most
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predominant genocluster circulating in the 5 years. Our findings will provide useful data for prevention of norovirus diseases in

children in Shanghai.
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Fig1 Seasonal ( A) and age ( B) distributions of norovirus

diarrhea children during the years of 2001-2005

2.3 WEERRERRATIIBIR AR 45 B A P AR A
W 8 B L Tk AR BTk, Tk AT DNA U R, ik ik AT
DNA M. Xt 37 AFRA I F 45 R A9/ BT £, G 4 A
2001 3 2005 FEJLH S 2003 2 J5 1 ERRATRLG] . Hp
2001 & 2002 4F 74 HAB R WA A 50 G 1L-3 F G 1L -7 #Y

54

72

Chin J Evid Based Pediatr September 2008,Vol 3,No 5 m’

s [ 1 :

(1 2). 183 BoR T ShRAERR LLA R 2 B v 200 75 1AL

new
[2]=]n)
R
RN

Percentage of (5 clusters/%

2001 2002 2003 2004 2005
Year
2 2001 E 2005 FEERSEEEREILI7 MEERSHE
BRRBIDH

Fig2 Yearly distribution of 37 norovirus strains by genera
and genetic cluster in hospitalized children with
acute gastroenteritis during the years of 2001-2005
Notes:3, 3, 7, 8, 12 samples were identified 1o be G Il 4 genotypes in
the years 2001 - 2005, respectively. 2 samples were identified to be G
-7 genotypes in the years 2001. 1 sample was indentified ti be G Il -3
genotypes in years 2001 and 2002
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