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hEHHES.Q349.5  XEIRIRE:A
4 (Budorcas taxicolor) 2 —f L 4 JE 4 . )
FEFX . HETFRWREZ 06T AHBY KL
B BRE-XAP Y. BER IUCN HA¥K 5
KRR (rare) , R R FUEMUFRTBSEME
fE . FERESESEH T ERUSERENSE R HE
B, xFHREFRMAUMFIIRERKE 100 24,245
BAHEERDY, EW Geist Frig A BEF A L
BEFPESRXRERBIAFAFRSIABREFTENN,BH
AXEFHYRIE R E L2 B AR KK
ER PAEXEGHYHHEZRXRTTAS.
&bk DNA(mtDNAY)RF#H L EER. £ X
PEF B0 SRR R . B4R, mtDNA &
ZEMESWERAEES WL MRS 2EE
MAERFES., AHFTHSFHRFBEIH T 5 M
Az % mtDNA # BR# ¥ R B K B £ & ¥ (Restric-
tion Fragment Length Polymorphism ,RFLP), § &
HFe BB K 4 F b Ay 42 ik DNA 7K F BEHE .
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1.2 mtDNA gy§l#&
BEXSMFEY, g Hl £ mtDNA,
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Tab.1 Resource of animals used in the study
o) Y w B % B a4 # ¥ R
®» 4 1 3 i #iTE
® 4 4 ¥ i EBE
b S 2 3 ;i3 [LEZR:
2 R S 1 3 B B iR
TR 3 5 28 o EBE
1.3 EgYIF0Ek

RN SR 200puL, F2p L HEME,1 pg
#) mtDNA,2~3 S ERFIER, 37CHRMR 4~6
h,#R /5 65C,10 min DL 1k R M .

0.8% FHGMERER:, R IKZ bWk TPE (0. 08
mol/L Tris-B§# ,0. 002 mol/L EDTA),3~4 V/
cm B E,ZHBEWIK 4 h,H 0.51 pg/mL IR &
(ethidium bromide ,EB) ¥t 8, R E W . F .,

1.4 HiEgE

HAomir 2 7R EH DNA RBE AX B, #
# DNA G THRHEBSFTRENN BB L,
XSO ARG TRE.

Fi (] 2 4% BE B O A B, SR A SR [5 I MUY

F=2Nzxy/(Nz+Ny),
P=1—{[(F*+8F)"*—F]/2}'",

EER - BEF 1965, B BREKEBA A KRET LA NBHYBREEHRE.
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A :FAHEYMHEEZERBKRPELH, N
Ny 535 = My WRE F BB Noy HEY
P32 BB O BRI B R B 5 B B X R, A
LRpr=6, M\ LEXNTFTRHW PECEEERH
UPG %M1 NJ sy R LB .

x2 5#HzY mtDNA BYIFBRES TR

p

R

M 8 FER I BE X 5 F3h#,15 K mtD-
NA BUIZR LK 2,

Tab.2 Molecular Weights of restriction fragments of mtDNA from five species B {if /Kb

shy #h Pst 1 Hind ¥ BamH 1 EcoR 1 Xba I Xhol EcoR V Sacl

£ 4 16.4 9.6 6.8 1.4 4.4 1.4 9.4 7.0 6.6 6.2 16.4 16.4 16. 4
3.6

w4 9.4 7.0 16.4 2.0 3.1 7.0 4.2 5.1 16.4 16.4 16.4 16. 4

K 4 16.4 9.4 7.0 1.8 3.4 5.6 4.2 4.5 10.2 2.0 16.4 16.4 16. 4
2.1 4.2

@ ¥ 16.4 14.3 0.4 1. 1.4 4.4 10.7 2.7 3.0 16.4 16.4 9.4 7.0 16.4

i ¥ 16.4 10.0 6.4 3.6 5.0 1.2 16.4 16. 4 16.4 16.4 16. 4

SFRBMELRRHA S HIHYWH mtDNA 4
TRHEK16. 4 kb, KARFRERME. EYWHH

R L) J B % el (] 25 B2 - B o LY ] R e B 0 4% B BS

T 3.

*3 EWHNERYFBREGIAS AEXFEFRELAIAET MM EEEESE AL L)

Tab. 3 Fragment numbers within a species (on the diagonal ) ,Proportion of shared fragments(below the

diagonal) and genetic distance (above the diagonal)

ik kL ®o# ® 4 K o# # ¥ T
B 4 16 0.077 2 0.083 4 0. 067 4 0.081 4
B ¥ 0.257 9 13 0.077 2 0.093 1 0.062 1
x4 0.250 0 0.2759 16 0.095 4 0.067 4
LI 0.326 6 0.214 3 0.193 5 15 0. 065 4
W ¥ 0.258 1 0.357 1 0.326 6 0.333 3 15

A6 5 18 15 BE 8, R UPG 3 f1 NJ ki &

3 3 #

MNERITA.BRFEESHAFTHEYBEERERN
0.080 3[=(0.077 2+0.083 4)/2], i S HEMEM
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MtDNA phylogenetic trees constructed with UPG method(A) and NJ method (B)
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GRFIYEFERETFHALIBRS . BFERFMEZ
Te] f 3t O 2 B A TR AT

EEABRP,REBHHBELEES, XRATEE
HFHEARRDAMBES AR — %R,

A3 mtDNA Mtk ERB BT FEA R
2. 0% HET, Bk 5ME B L ¥ FK S 4
b B SE 4R WK A 337,386,407 F1 417 JT4E BT, 4 F L
FHMEHRHZE . XS5SHFERANRE SRMENL
AERER-BL. US54 FHYER FPHit,. £ L
FEME R T 24 SRR,

BYERER TEHRT VR (Ovibos moschatu) &
¥ ¥ W B (Rupicaprinae) . B ¥ ¥ B (Antilopinae) ,
BERETHE (Caprinae) , X BRA—, RERW
R EUR SRR ISITEML BT MU LE,
BEBABRGERC , RFTRAN, WHESEM LN
ERBARHEDNAASTFHERFIIEN., XTEBE
X miDNA iRER D XEFFHIERMUHARSS
ERRGR-BRURF E5XEHNREXRIE TS
o fa kA% B 43 47 A0 LDH 1 3% R T 8§ 2 40 o iF B
REFEREXA; S AREEENATFEMEZR,H
EETECLRIMAARERR TEEHNBENARE,
R, BRIWARARBERFEMERESTY, BN
DA BEHEBR 2 38 W A3, B4R, XoF I 1] R A4 1%
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Mitochondrial DNA of takin and its phylogeny
GAOQO De-gui, WANG Ping-zhong , YAN Xiao-yi ,MENG Shi-jie

(College of Life Science,Northwest University,Xi'an 710069,China)
Abstract : Eight restriction endonucleases were used to investigate mitochondrial DNA polymorphisms of
takin,cattle,sheep,buffalo and goat in Bovidae. The genetic distances between the five species were calcu-
lated with Nei and Li's mathematical model. Based on the data of genetic distances,the phylogenetic evolu-
tion trees were constructed using UPG method ang NJ method. The results showed that the divergent times
between takin ang ox,and between takin and sheep were 4. 02 Ma and 3. 72 Ma respectively,and it seemed
reasonable to put takin in Caprinae.

Key words : takin; mitochondrial DNA; polymorphism; phylogeny

—— - e .


http://www.cqvip.com

