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Abdract: In order b construct bacterial artificial chranosames library of Streptanyces albulus var wuyiensis, we
extractd high moleaular weight DNA (HMW DNA ) fran Streptanyces albulus var wuyienss Myceliun pellet of
Streptomyces albulus var  wuyiensis was enbeaded in lov melting point agarose The agarose block was treated by
lyDzme, proteinae K and restriction enzyme Conbur-clanped homogeneouselectric field (CHEF) gel electropto-
resiswasperfomed for prepared DNA plugs Electiophoress analyss shovs o degradation of HMW DNA ilaked,
which meets the damand of construction of BAC library The optmum condition for digestionwasdeteminedasQ 2 U
Hind 11l digesting for 100min HMW DNA preparation is abasisof functional genamics research of Streptanyces altu-
lus var wuyiensis
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