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Abdract: The us of Cry bxins fran B acillus thuringiensis (B t) to contiol insect pestsis a revolutionary progress in
ciop production Change in binding ability betveen Bt insecticidal proteins and its recgp brsmay be the main mecha-
nisn of L epidoptera insect resstance © Bt toxin Amiropeptidase N (APN) isone kind of recepiors for B acil lus
thuringiensis (Bt ) xin in insect midguts Throudh discussing its binding cgpability with Bt bxin, thispaper sum-
marizes the molecular biology mechanisn of ARN gene and Bt res stance of L epidoptera, and intioduces a nev model

for the mode of CrylAc bxin action
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