gooooobd, 2008, 10(S1):1-6
Journal of Agricultural Science and Technology

Joooobooooogooon

goo,n0 oo
Q0000000000000 ,00000000000000000000,00 100081)

ooo.0bmomooooboobobobob bobooooooooobo bboboboboboon
gboooooooobo oobooboobobobobobbbobobobobooboboobo,go
U ABAUODO OO ABAODOODOODOODODOOOOOOOOOOOOOOODOODOODOOODbObOODn
gbobooooooobooboboboooooobooboboboboboboboo
gbo:obobo;aBA; 00000000000

Ob0O0b00:Qree0 000 0OD00OD0O:A0DO0O0OO : 1008-0864 (2008) SL-0001-06

M olecular M echanisn of Abiotic Stress Sighal Tran -ductimn

L I Haowen, ZHAO Jun
(Biotechrmology Research Institute, Chinese Acadeny o Agricultural Sciences, National Key
Fadility for Ciop Gere Resurces and Genetic mprovenent, Beijing 100081, China)

Absdract:Low temperature, drought and high salinity are main abiotic stresseswhich have adverse effects on p lant
gowth and crop production It isimportant b study the responsesof plant to envirormental stressesand the moleau lar
mechanisn of aiotic dress signal transluction Recent research indicates that both ABA -dependent and ABA -inde-
pendent regulabry syseams are inwlved in dressreponsve gene expresson For sveral sressinducible genes, cis
acting elenents in piomoter regions and the correponding transrip tion facrs have been identified in Arabidopsis In
this review, we focuson the interaction between cis-acting elenentsand transcription factors in comp lex abiotic stress

dgnal netvorks
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