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Research on the Genetic Analysis of the Wheat Variety SARKA Gene Resisting Powdery Mildew and SSR Marker Selection

WU Wei-gang et al (Hebei North University, Zhangjiakou, Hebei 075000)

Abstract [ Objective ] The genetic analysis of wheat variety SARKA gene resisting the powdery mildew was done. [Method ] F, from SARKA
(anti ) x Henong 822 (sensitive ) was sensitive to the powdery mildew and the disease-resistant of 300 plants from its F, generation was identified
and analyzed with y* Test Method. The nursery of DNA susceptible plant and DNA resistant plant of the I, generation would be established with
Group Segregation and Analysis Method (BSA ) and 165 pairs of primers that were uniformly distributed in 21 linkage groups of wheat were used
to do the selection of the SSR primer of the nursery of DNA resistant plant and its parents. [ Results ] The resistance of SARKA was controlled by
pair of recessive gene, which separation was 1:3 of a pair of allele genes after x° Test. [ Conclusion ] The SSR marker: Xgwm 99 and Xgwm
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Table 1 The SSR marker and sequence of wheat
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Xguwm357 1A TAT GGT CAA AGT TGG ACC TCG 55
AGG CTG CAG CTC TTC TTC AG

Xguwm99 1A AAG ATG GAC GTA TGC ATC ACA 60
GCC ATA TTT GAT GAC GCA TA

Xguwm126 5A CAC ACG CTC CAC CAT GAC 60
GTT GAG TTG ATG CGG GAG G

Xguwm304 5A AGG AAA CAG AAA TAT CGC GG 55

AGG ACT GTG GGG AAT GAA TG
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