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Performance Optimization for Protein Visualization
and Modeling in GridMol System
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Abstract GridMol is a computational chemistry system for pre-processing and post-processing, which is based on the idea of grid computing. Its
main functions include molecular visualization, molecular modeling and job submission. This paper analyzes the performance issues in GridMol
system and presents techniques to optimize the performance by re-organizing Java 3D scene graphs. It demonstrates the effectiveness of the
techniques by comparing GridMol with another molecular visualization software.
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