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Recent Developments in Profiling and Imaging of
Molecules from Tissue Sections by MALDI Mass Spectrometry
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(Department o f Chemistry and Institutes of Biomedical Sciences, Fudan University, Shanghai 200032, China)

Abstract : Matrix assisted laser desorption ionization mass spectrometry (MALD MS) for tis-
sue section analysis is a new area in mass spectrometry. Profiling and imaging molecules di-
rectly from thin tissue sections by MALDI MS permit sensitive and rapid analysis of com-
pounds including proteins, peptides, drug and metabolic product as well as afford their spa-
tial distribution. This paper reviews the principle of profiling and imaging mass spectrome-
try, methodology and recent applications.
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Fig. 1 Steps involved in profiling and imaging MS of tissue samples
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