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The Fusion—PCR added Self-Extension Process
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Abstract: In this paper, we discussed the fusion—-PCR by adding self-extension process. The self—extension
procedure was cycled for 2 times. When the extension length of self—extension procedure was 2, 3, or 5 min-
utes, the fusion—gene band amplified by fusion—-PCR was significantly brighter than that of traditional PCR.
However, when the extension length of the self—extension was 1 minutes, the genes amplified were similar be-
tween these two PCR processes. This indicates that the extension length of self—extension procedure is an im-

portant factor influencing gene amplified in Fusion—PCR.
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