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PCR-SSCP Analysis on Intron 2 of AGPAT6 Gene in Chinese Holstein

ZHANG Jia-lan et al ( College of Animal Science, Yangtze University, Jingzhou, Hubei 434025)

Abstract [ Objective] The aim was to search for the candidate gene for influencing milk performance of dairy cow. [ Method] With Chinese
Holstein as research object, the single nucleotide polymorphism of intron 2 of AGPAT6 gene was detected by PCR-SSCP and the effect of poly-
morphic loci on milk yield, milk fat percentage, milk protein percent and somatic cell score of dairy cow were analyzed. [ Result] The 462 bp
intron 2 of AGPAT6 gene of Chinese Holstein was amplified, which could be used for PCR-SSCP analysis. There were 3 genotypes AA, AB
and BB in intron 2 of AGPAT6 gene and their genotype frequency were 0. 151 1, 0.657 8 and 0. 191 1, resp. There was significant relation be-
tween different genotypes in milk yield, milk fat percentage, milk protein percentage (P <0.05) and no significant relation in somatic cell
score (P <0.05). [ Conclusion] The results preliminary showed that AGPAT6 gene was either a candidate gene influencing milk performance

of dairy cow or a molecular marker. The research provided the theoretical basis for dairy cow breeding.
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Fig.1 PCR-SSCP gel electrophoresis of AGPAT6 gene intron 2

2.2 AGPAT6 ERE 2 NE&TESMHEFMERD T £
D 225 Sk [ far A AR AR v JEAEAE 3 B 7Y AA 7Y
AR 0. 151 1, AB BUFIR A 0. 657 8, BB ALY HIA N
0.191 15 A %5 {3 K2 [N A5 R oy 0. 480 0, B %5 o 5 [K gl Ky
0.520 0, X EATERG IR KB, 1% L2 07 £ 4L T Hardy-Wein-
berg JEFHARZS (P <0.01)
2.3 4 AGPAT6 EF% 2 NEFERMEE T~ it
XM HFE 1 AL AGPATo JERFI 45 2 Py & F AL AL 5 rh
[l far B A= P e FLARFMIFLAE F R R EAHOE (P <0.05) 5
SRS FAH A B3 (P >0.05) .

F1 4 AGPAT6 BEE % 2 NEFETMES HERTES =R HEX
Table 1 The correlation between the polymorphism of intron 2 of AGPAT6 gene and the milk performance traits in Chinese Holstein

BRI 305 d =Yyt // ke FLIER/ % FLERFR ) % PRAN 53
Genotype 305-d milk yield Milk fat percentage Milk protein rate Somatic cell score
AA 6 805.55 £265.37 b 3.95+0.06 b 3.29 £0.05 ab 3.81£0.12
AB 7457.62 £185.25 a 4.01 £0.05 b 3.28 £0.04 b 3.93£0.12
BB 6387.98 £329.23 b 4.22+0.08 a 3.47+0.12 a 4.06 £0.20

I RPN R FRER 22 53 3 (P <0.05) o

Note: Data with different letters in the same column show significant difference( P <0.05).
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Fig.2 Annual variation of average temperature in Yanqi in July from 1961 to 2007
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Fig.3 Annual variation of frost-free period in Yangi from 1961 to 2007
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