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Abstract: To protect Procapra praprzewalskii appointed as CR  (Critically Endangered), twenty pairs of mi—
crosatellite primers from Granti’s gazelle and sheep separately were used to screen microsatellite locus in
faecal DNA from Procapra praprzewalskii, eight polymorphism loci was found. The PCR amplified products of
microsatellite loci were detected y non—denatured polyacrylamide gel electrophoresis. Gene heterozygosity
(He), polymorphism information content (PIC) and effective number of allele (Ne) from the eight loci were
calculated by allele numbers and allelic frequency. The heterozygosity (He) ranged from0.71 to 0.84, the av—
erage was 0.78; the PIC were from 0.79 to 0.66, their average was 0.73; and Ne were from 3.40 to 6.08, the
average was 5.98;which showed the eight microsatellite loci had high or medium polymorphism in the Pro—
capra raprzewalskii and had high genetic diversity. So the 8 loci were use to identify Individual, the result
was 35 individuals from 39 faecal samples from Procapra praprzewalskii.

Key words: Pracapra przewalskii, microsatellite, individual identification, faecal DNA

BEW A : [FEREHES AP H - BEsh P - AT ST 7 2001 DIH10058) A1 E 5% [ AR RFFHE 400 H -« 3% [C J5UR A Bk £ 5 23 1) 7 eV sl 76
W77 (30370217 Wl .

F—IEFE R P, L0, 1973 A WIBHS AR, JELWRTUA, BF507 1 S 231 AR o GAE Ml : 410128 1R Iy B AL R S Th,
Tel: 0731-6126582, E-mail: hongyanyun@126.com.

B AR, U5, 1966 AF AR, W 2 N BIWEST UL, 1 2 Dy, W97 n) S HEAE SN ORG 27 o al A5 ik 100091 A st i E AL R EDETT B AR A
HIRE RIS, Tel: 010-62889551 , E-mail: digianli@yahoo.com.cn.

W B #1:2008-06-19, 4 [ [14]: 2008-07-12.



P@LeFBER FH24L FH9W 2008F 9 H

http://www.casb.org.cn

0550

W KR (Pracapra przewalskit), X 42 W5 F5 M
Fou P EEFA R ER M, HLIE R E AR ORI R (1-
UCN)YWIRN AEA7Z2 DL 16 1996 SRR [ I 54 1 D A F
BfE L (CRYe by T ARG B BEWRAE I [ S 22, o i I
2R 5 55 L K L0 G SR I Bk AR S 1k ¢
TEAEAE 035 207 AR T K& B, B 2> 1k
YR g, NATTORG 3 I 5 R PR AIE 90 A o M2 0
I O, B T AR AU A N F 2R AR 23 B ad et
T PG U 1) 73 AL HAL AT TS

4 1 AL (simple sequence repeat, SSR) /& 7 2 [A 41
HPL 2~6 MRS AN AR T AR
HA W28, SILE gL, A T34 FE R4 B
I3 A IEAY, LA Tz N T s st AL oy At o sk T
SN A DA AR e AR AR AT T 08 %5 €  Koski-
nen M.T SE04BIRY F 1042 40 By b AF 352 4% 45 14« Wiisely
S.M ZEMIR FH T AR IC 78 T black-footed ferrets 4
T dE A [y 52, 9 2 9 AU RE FH B T B R A N S PR B
PEREAT T RIFS, 200 e A0 S0 255 R TR AR il B
T AR BT, J RSS2 A DAL 40 A 1 mpw]
PO SR S [R5 L 2 A, 5K 55 SN A AR Bl
X T H 7 XS [ 54 22 FEIE BRSO RIEAT T 0 hT .

FEATERE 5 2 TR, XTI TN AN AT AT 47 5
H A I AR ) LR D B 1) 43 a4 2 Tl
REERARAT AT F R A . 20 A 70 4
RE SN A V2 28 N 20 1A 7 AT T
B S AR AL T RS GO R U E  BER
RIVNGE SR HERR R (1) 45 AR sh P
PR S T A PRI PR R 55 22 T TR AT e S AR
WIS 73 1 AR e A 21 T R ) RE S Ty
SR wIDREE o (s A sk ey A b= BN = T UK E S
L SR Y NC O N % 1Y AN =F S UL R ES 3 AN
DNA AT THIEST, 25 Y55 200 6487 DNA S U411 ik
AT THW.

h T AR AR E WS Z (CR) I [ IR F4, % S0k %
T BEAE RS FhRd, RN RE B SRR ) i
NI TEA SR T2 TR R, R I U A T
R STRT T, IR T A T I R H X
W LG U B AR AN AT 0
1 MR 5FEE
1.1 KB &

RIGT 2002 4 1 H % 2004 4 5 A0 EML R
SBERRM A S S IR R T I AR A S S AR
1 5K T S 5 58 R
1.2 ##

SRAETT I 2 b DX 3 [ 50 P Y A fif 2 i
RN ML ) 3 G DR I A R RS SRR
10°CRAEARD  ARA7 H I 208 B350 % -20°C UKAH
TRAE -

13 ik

1.3.1 ¥ K7 # %1 DNA w5 3% [CJ5 % 3% DNA
PEHUAE S IOK RER Z50F DNA $EHUS 75 O & 1997,
TKAOR T 2004 FFE 72 50 55(2006), R EAE 0 R 7 7%
PRI [ 5 P2 M DNA

1.3.2 PCR 4 # K 5K % % 25ul: &2 DNA (4] 1 .
10 xBuffer 2.5ul.25mmol/L MgCl,1.5~2.5ul.2mmol/L
dNTPs 2.5ul PrimerL  (10pmol/L)2.5ul\ PrimerF
(10pmol/L)2.5pl. TagDNA 2 £ i (5U/1)0.3wl. %h 7K
% 25pl. PCR Jx W 2444 95°C Smin; 94°C 30s,52° C
30s,72°C 30s,35 ME¥H; 72°C Tmin, 4 CLRAF

1.3.3 PCR 7 4y thy A U 3R TA) I IR e 458 2 L Dk &85 5
YRR, RS 45 L 1 2 4.

2 BRESW

2.1 %1% DNA R E#Hn %R

BT A A G i R S0 $2 BT DNA L
SCHE, #F DNA 5 75k DNA K/h—31, 5¢ 453 & 1%
NIEAL AT o

7 8 9 10 11 12

B 1 #BoEKRKXZEE DNA RASHERKE
V5 8 UKIE S I ML DNA, 55 10 9K 24 25 I L8 0 3 I Fe AN 7] SE{E R i DNA.
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2 M IDEAMA MNS64 BT EER (HFERIEA
ADNA/Hind II+EcoR I Marker)
M (267,234 213,192, 184, 124)
10 (162,162) 8 (174,164) 3 (166, 160)
WM A>T FRiCH A DNA/Hind III+EcoR 1 Marker, N %754
PRI, 1,23 A3 3 AN G 5 I SR AERE i, 47385 7 ) K/ MO [
J3(197/197,197/207, 197/189).

N (Negative control)

M 1 2 3

3 MIEAS BMI392 S R
(4> FE47i2 5 PBR322/Msplll )
M A T HRARIC A PBR322/Msp 1 ,1.2.3.4 48K 4 AR S
R S AE R TG T O AR IR (2117199, 199/199, 199/185,
211/199).

o e

B4 BIENMS SMHCC B2 # B4R (5 FE5IEHA PBR322/Msp I )

VE:M Ry T HERRIC N PBR322/Msp 1 LN £ 78 5 AW M, 1.2.3.5.6.7 XK 6 A Al 4 5 19 2 (8 FE 5,

(211/199, 199/189, 199/199, Negative control 199/189,199/199, 199/199).

22 ERBAMIER S EMBIRH LA %I R
RS W PR A Al s N v NP e
PG P2 260 DNA R 21 8 ANk 112 FE DA e iy
W 2 G B 255 B0 B A RS A ik R oA
RGEE ST . Gevh 4 BRI S SR e & EN T
0.71~0.84, H: " K /& 0arFCB304, 5z /M MNS61,
PRIRETER 078; KA R ZAMEET EAT 0.79~0.66
2 18], e i K OarFCB304, it /M MNS61, “1-%)

797N R

0731, FAREEAIIE AT 3.40~6.08, IR K1) 2
OarFCB304, fix/NF) MNS61, 3495 % 25 A KL I8
5.98; &AL IAMEPUAIBE I/ T 0.71~0.84 2], ~1-13)
0k 079, Hrb OarFCB304 £7 AR B BE 1) f i,
MNS61 f 55, H 8 7 s (1) S vk AN Be 1 b
99.99%. JITLA, 71 8 Mk ALK AR, OarFCB304, H
I KA 2 FEE AR R B 68 ), MNS61 HA i
NI Z AR RE ST . BT SRR 1.

F1 SN WIBMAMANEIRANEN ERLAE SEEESENANSEMERH FRANEEAM

A7 aid AR BE SN A EZAG= A R SN A A
MNS61 0.71 0.71 0.66 3.40 (CA)Y
MNS64 0.82 0.81 0.77 6.08 (TG) 1
Oarel33 0.78 0.78 0.73 4.05 (TG)
TGLA54 0.78 0.78 0.72 4.55 (AC) s
BM1329 0.79 0.79 0.73 4.82 (AC) 15GC (CA) 5
0arFCB304 0.84 0.84 0.79 6. 59 (T6) 25
SMHCC 0.78 0.78 0.72 4.62 (CA) 2
BM1862 0.78 0.78 0.72 4.65 (CA) s
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3 it
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S AT AR P TR 0 388 1) () R S O e e 1 A A i
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R 2 A5 B R ARG AR AU fE
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N IR e 1A% 2 FEPERF ST DRI St T IRl PEBOR
o

3.2 WRSEIAE N R Ha A, ML
WO 2SS, A SSVERIIEA O3 05 FLREAT iR
PERIIBORERES), - DL DA AT Ot (R S e det A% 3 AT )
SRS T TSRS (R DR AN e B AT - )
LS P (G2, T2 P S RPEH L &
G Ry, HASEAR R RE 2 Fe /e K B AR, R
oy 152 BISNIR AR N5 R, DR a0 K )t
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