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Detection of mecA Gene of Methicillin—resistant Staphylococcus by PCR
and Nucleic Acid Probe
Du Yiping, Zou Ling, Liu Wenhua, Wen Jianxin, Ren Huiying
(College of Animal Science and Technology, Qingdao Agricultural University, Qingdao 266109)
Abstract: In order to investigate the situation of methicillin—resistant Staphylococcus (MRS) in livestock and
poultry, the method of PCR and dig—labeled nucleic acid probe to mecA gene fragment were established to
detect 75 Staphylococcus isolates. Forty —two strains of MRS were screened out by PCR, accounting for
56.0%. Forty—seven strains of MRS were screened out by nucleic acid probe method, accounting for 62.7%.
The coincidence rate of acid probe method with PCR method was 93.3%. It was verified that MRS could be
isolated from livestock and poultry in vivo or in vitro with higher isolation rate. Veterinary researchers should

pay more attention to Methicillin-resistant Staphylococcus.
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MILZR 2 FR I 5 S B B T T2 IR R B 0 R R A
TR 3G B S A o 43 25 -2 A Ak
ST 75 PR BR IR CREE T 2 2007 42 1 H &
2007 4E 11 ) o R HFE ATCC25923 CFRAR PG MR AU
S BB R A ERBRD W 1 S 2 R R
1.2 & F 245 RA

TagE (5U/ul)<dNTP Mixture ( %% 2.5mmol/L)-
pMDI8-T Vector. 4k [AICR )& [ Takara 2 v ;
GoldView %8 4k B A6 5 8 1 AL B ARG R 2
] ; DIG-High Prime DNA Labeling and Detection Starter
Kit T ) H Roche (&' [X) A 7] ; NC JEE H Pall AH].
1.3 mecA * H # PCR ¥ 3%

St AR Genbank T 55 AB221123
1) mecA JE[N 4241, ] PrimerS.0 A%t —XF 514
CE b B 26 1T AR R B AR A R R A 80 , PCR P2 )K
/Ny 225bp. I Ui 51 W) P1:5-GCAATCGCTAAA-
GAACTAAG-3'(20bp); I i 514 P2: 5'-AATGGGAC-
CAACATAACCTA-3'(20bp).
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10 xPCR buffer (Mg*Plus)2.5ul, dNTP Mixture ( 7%
2.5mmol/L)2.0pl, L3 514 P1(25umol/L)1.0ul, ¥
5149 P2(25umol/L)1.0ul, TaqE(SU/L)0.3ul.
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For il 45 SR W], BREE O BEBR AT KA B VDT R 1)
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