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[ ABSTRACT] BACKGROUND & AIM: To study the significance of C-met mRNA in axillary drainage after operations for
breast cancer. MATERIAL AND METHODS: RT-PCR assay was used to examine the expression of C-met mRNA and human
glyceraldehydes-3-phosphate dehydrogenase (h(GAPDH) in axillary drainage after operations in 32 cases of breast cancer,
The relationship between the expression of C-met and the tumor size and the numbers of lymph nodes metastasis and the
Estrogen receptor(ER) and Progesterone receptor(PR) status was analyzed. RESULTS: DThe overall positive expression rate
of C-met in axillary lymphatic drainage was 84.38 % which was higher than that in routine pathological method of the
axillary lymph nodes to detect micrometastasis(P < 0.05),and the positive cases of C-met expression were correlated with
the numbers of metastatic lymph nodes. (@) Positive cases for C-met expression were correlated with the tumor size
(P<0.01). @ C-met negative cases showed the tendency of negative correlations with ER and PR negative cases.
CONCLUSION: Detection of C-met mRNA in axillary drainage after operation for breast cancer using RT-PCR. the positive
cases suggest existence of micrometastasis of cancer cells in the lymphatic of chest wall of breast cancer patients and
there was a potential of recurrence and metastasis. The study suggests that it could be earlier and more accurate to detect
micrometastasis using RT-PCR of the axillary lymphatic drainage for C-met expression in the axillary fluids than routine
pathological method on the axillary lymph nodes.
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Bl 1 Cmet FiEFHMERIK.1: DL2 000 marker;2: 5|9 Cmet FHYE;
3R A5 AL IE Comet BHTE

Figure 1 Analysis of positive Cmet expression gene. 1: DNA marker
DL2 000; 2: Positive C-amet expression in axillary drainage after
operations; 3: Positive Camet expression in axillary lymph nodes which
involved tumor

1 2 3 4 g &

2 Cmet KIEBAMEHYK.1: DL2 000 marker;2-3-4: 5% C-met
T 35.6: IEH Wk 45 Camet BT

Figure 2 Analysis of negative Cmet expression. 1: DNA marker DL
2 000; 2, 3, 4: Negative Camet expression in axillary drainage after
operations; 5,6: Negative C-met expression in normal lymph nodes
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B PEAS H 208 59.38 %, T RT-PCR Al i 53 5 1 i
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AT H 2 (P < 0.03) - C-met mRNA FH 1A 55 il 53 ik 2
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Table 1 Correlation between C-met expression and axillary lymph node

involvement
Numbers of C-met Positive  C-met negative ~ C-met Positive
metastatic_lymph nodes cases cases rate( x 10 ~%)
61.54
1~3 15 0 100
>4 4 0 100

2.3 FURAERK/PNE Cmet mRNA RIEHIRAR

32 i 75 48 RT-PCR Kl C-met FHYE 27 491, BH %
) 84.38 %o b, MIRHEARLE O~ 1 em ZIH) 2 4] 2
C-met P MR EARAE 1~2 em Z 817 8 15, C-met FH %
A5 IR EARAE 2~ 5 em Z 8] (T2 #) 17 B4 2 Comet
BHE; IR B2 KT 5 em (T3 ) 19 6 Bl 438 2 Comet FH
P o FUIRE T2 BILL S Comet FHYERN 100 % . T2
LRI 1Y) Comet BIPER =T T1IH (P =0.002)
T2 3 + T3 W Comet BIPEZN 100 %, 5 T1 IAHELAL
C-met PHPER W E MR S (P =0.04) o FLIRIMRI KNS
C-met mRNA FRIEBHMFR S IEA (R 2) .

% 2 FURBMRIN A /D 5 Cmet mRNAT A1 5

Table 2 Correlation between C-met status and tumor size

Tumor size C-met C-met C-met Positive
(cm) Positive cases negative cases rate( x 10 %)
0~1 0 1 0
1~2 4 4 50
2~5 17 0 100

>5 6 0 100

2.4 FLBEHE ER. PR1EWMS C-met mRNA Rik
MIRER 32 B8 b I ¥ 2 B2 K (Estrogen
receptor, ER) FHYE 18 1], Hrfr Comet FHPEZ L 13 441,
C-met BIPERIE 561; ER FITE 14 ), A Comet FHPESR
15 1461, C-met BIPERIE 0 41 223025 2 4k (PR) FHIE 17
B, o Comet FHPERIE 13 61, C-met BHPERIE 4 1.
PR I 1549, b Comet FHPEZRIE 1449, Comet FH1E
Fk 1014 549 C-met BIPE L L ER B 5 61, o
100 %, 1fy PR PHYEZ 4 61, &5 80 % . ER I PR FIPEL

C-met 15 B A (£ 3) .

# 3 FUIRMMER.PRIRZ 5 Cmet mRNAKILIN KR
Table 3 Correlation between C-met expression and ER, PR receptor
status

C-met C-met C-met Positive
Receptor . . =2
Positive cases negative cases rate( x 10~?)
ER(+) 13 5 72
ER(-) 14 0 100
PR(+) 13 4 76.47
PR(-) 14 1 93.33
R ‘
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