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Genetic Polymorphism of HIV
HIV -1 Coreceptor CX3CR1 Allele in
CX3CRI Chinese Yi Ethnic Group in

Sichuan
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ABSTRACT BACKGROUND & AIM: To explore the CX3CRI genetic polymorphisms in HIV-infected and uninfected
Chinese Yi Ethnic Groups in Sichuan. MATERIALS AND METHODS: The genomic DNA of 202 Yi subjects (115 HIV-1
uninfected, 87 HIV-1 infected) was extracted from PBMCs. The V2491 and T280 M allelic frequencies were identified
by PCR-RFLP. All data were tested by X’ analysis. RESULTS: Allelic frequencies of 2491 and 280M in HIV-1 uninfected
group were 8.3% and 5.7% , respectively. The frequencies in HIV-1 infected group were 7.5% and 5.7% ,
respectively. There was no significant difference between HIV-1 infected group and HIV-1 uninfected group, and both
groups were in accordance with Hardy-Weinberg equilibrium. There are strong linkage disequilibrium between 2491 and
280M of CX3CRI. CONCLUSION: Polymorphism of CX3CRI allele from Chinese Yi Ethnic Group was found, this would
be helpful for the risk analysis of HIV infection and the rate of HIV disease progression in Chinese Yi Ethnic Group in
Sichuan.
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Western blot HIV
1.2 DNA QIAamp Blood
Kit ( Qigen ) DNA,
1.3 PCR-RFLP CX3CRI
CX3CRI 5'
-GCCGCCAACTCCATGAAC-3’ 5'-AGACACAAGGCTT
TGGGATTC-3’ 693 bp PCR 20 ¢
2 01 ( DNA 250 ng) 1 tmol/ L
10 x Buffer 2 1 ( Mg**, 25 mmol/ L) 2.5 mmol/ L
dNTP 1.6 ¢#1 Taq 0.4 1 (2 1U/p1)
20 #1 PCR 95 °C 5 min 53 °C1 min
72 C1 min 1 95 C Imin 53 °C 1lmin 72 C
1 min 31 72 C10 min Psp14061
37 °C 2 h (V249I) BsmB I 37 <C2 h (T280M) 10 ¢l
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1 Psp14061 1. PCR 2.
1 396 bp 3. 3 (693 344 349
bp) 4. 1 (693 bp).
Figure 1 Agarose gel showing the result of Psp14061 enzyme cut

Lane 1: the product of PCR, 693 bp. Lane 2: the sample without
mutation, kept one band, 396 bp. Lane 3: heterozygous, three bands
were shown: 693 bp, 344 bp, 349 bp. Lane 4: homozygous, 693 bp.
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2 BsmBI 1. PCR 2.
3 (693 263 430 bp) 3. 2
bp) 4. 1 (693 bp)
Figure 2 Agarose gel showing the result of BsmBI enzyme cut Lane
1: the product of PCR, 693 bp. Lane 2: heterozygous, three bands
were shown: 693 bp, 263 bp, 430 bp. Lane 3: the sample without

(263 430

mutation, two bands were shown: 263 bp, 430 bp. Lane4:
homozygous, 693 bp.
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Table 1 Allele and haplotype frequencies for CX3CR1 polymorphisms in normal population(n = 115)

Genotype at codon 249

Genotype at codon 280

Normals (n, %) Allele frequencies Haplotype frequencies

A/A(2491) C/C(28()T) 0(0) 249A =0.083 2491280T = 0. 065
A/A(2491) /T(280M) 1(0.9) 249G =0.917 2491280M = 0.037
A/A(2491) c/r(Tzso ) 0(0) — -
G/G(249V) C/C(280T) 97 (84.3) 280C = 0.943 249V280T = 0. 898
G/A(V2491) C/C(280T) 6(5.2) 280T = 0.057 =
G/A(V2491) C/T(T280M) 11(9.6) = =

2 HIV CX3CR1

Table 2 Allele and haplotype frequencies for CX3CR1 polymorphisms in patients(n = 87)

Genotype at codon 249

Genotype at codon 280

Patients (n, %) Allele frequencies Haplotype frequencies

A/A(2491) C/c(zsorr) 1(1.15) 249A = 0.075 2491280T = 0. 052
A/A(2491) /T(280M) 0(0) 249G = 0.925 2491280M = 0.04
A/A(2491) C/T(T280M) 1(1.15) - =
G/G(249V) C/C(280T) 76(87.36) 280C = 0.943 249V280T = 0. 908
G/A(V2491) C/C(280T) 0(0) 280T = 0.057 =
G/A (V2491) C/T(T280M) 9(10.34) - =
1 (0.9%) 249V 97  (84.3%) (0.9%) 280T 103 (89.6%)
(14.8% ) 280M 1 11 (9.6%) 87 2491 2
I ‘ ‘
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(2.3%) 249V 76 (87.4%)
(10.3% ) 280M

(0%) 280T 77 (88.5%)
10 (11.5%)

2.3 HIV 2491
280M Hardy-Weinberg X

( 3

(P>0.05)

3 V2491 T280M

Table 3 Differences in the genotypes at V2491 and T280M in the two
groups analyzed by chisquare test

Patients Normals .
Genotypes (n=87) (n=115) chisquare test
V2491 mt/mt 2 1
wt/mt 9 17 x*=0.36
wt/wt 76 97 P>0.05
T280M mt/mt 0 1
wt/mt 10 11 ¥*=0.09
wt/wt 71 103 P >0.05
3
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