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Transformation and Expression of Thymosin Gene in Lettuce
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Abstract: The thymosin gene (thy) was introduced into lettuce by co-culturing excised cotyledon explants with
Agrobacterium tumefaciens. The best transformation efficiency was obtained when explants were co-cultured on the
selective medium MS, (MS+0.1 mg- L'6-BA+0.05 mg-L'NAA+Cb500 mg-L ') containing 75 mg-L"' kanamycin. Roots were
induced on MS, , (1/2MS+Kan50 mg-L''+Cb100 mg-L"). Integration of thymosin gene into the genome of lettuce plants was
confirmed by PCR and Southern blot analysis. Expression of thymosin gene in transcriptional level was proved by RT-PCR.
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Fig.1 Structure of the T-DNA of the binary vector
pART27-Thy
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M. DNA ladder marker; 1. Positive control; 2. Negative
control; 3-5,7,8. Transgenic lettuce; 6. Non-transgenic

lettuce
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Fig.2 PCR analysis of transgenic lettuce plants
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M. Positive control; CK. Negative control; I,3. Non-
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B3 H#BEEHKA Southern A HHT

Fig.3 Southern blot analysis of transgenic plants
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M. DNA Ladder marker; P. Positive control; CK. Negative control; 1,3. Non-transgenic plants; 2,4. Transgenic

lettuce plants
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Fig.4 RNA extraction and RT-PCR analysis of transgenic lettuce plants
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