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Abstract: Ex-situ conservation of Oryza rufipogon genetic resources has been well done and about 6000 accessions were
preserved in the National Genebank and vegetative nurseries. However, whether they could be representative for the whole genetic
integrity of Oryza rufipogon has also been concerned. In this study, two populations with their in-situ and ex-situ conserved groups in
Dongxiang County, Jiangxi Province, were selected to study the genetic diversity by using SSR. The results indicated that, the
genetic diversity indices of in-situ and ex-situ conserved groups of Anjiashan population were 0.5000 and 0.3555, respectively. The
genetic diversity index of ex-situ conserved group was only 71.1% of that of in-situ conserved group. Moreover, all ex-situ preserved
samples were clustered together in the dendrogram and was one branch of the whole “tree”. For Shuitaoshu population, the distance
of genetic diversity index of in-situ group (0.4100) and that of ex-situ group (0.4577) was very small, and all ex-situ samples
clustered together with in-situ samples. It seems that the ex-situ conserved group could be representative for the genetic diversity of
the original population. However, six of the fourteen ex-situ samples were close to the samples with the successive numbers, meaning
that about 42.9% ex-situ samples were redundant. Furthermore, genetic diversity study on the total samples of in-situ and ex-situ
collections from above two sites also showed similar results with those of Anjiashan site. Based on the above results, it is concluded
that the genetic diversities of ex-situ preserved groups used in this study can not be representative for the genetic diversities of the
original populations, and thus referres that the genetic variation contained in the preserved O. rufipogon genetic resources in China is
relatively low and there are some redundant samples in the genebanks. Therefore, re-collection of genetic resources of O. rufipogon
and getting rid of the redundant samples based on evaluation are necessary.
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Table 1  Genetic diversity of in-situ and ex-situ conserved wild rice in Anjiashan

Elk7| Retith LR S St Z R Ja e P 8% 2 R JERE IR 2 R LML R
Locus Chromosome Alleles Total gene Gene diversity within Gene diversity among Coefficient of gene
diversity (Hy) population (Hs) population(Dgr) differentiation(Ggr)

RM104 1 2 0.239 0.139 0.100 0.4194
RM129 1 2 0.488 0.473 0.014 0.0296
RM250 2 3 0.665 0.638 0.027 0.0402
RM240 2 3 0.653 0.576 0.077 0.1174
RM154 2 2 0.444 0.237 0.208 0.4675
RM16 3 3 0.615 0.566 0.049 0.0799
RM282 3 2 0.500 0.500 0.000 0.0000
RM161 5 2 0.499 0.466 0.032 0.0649
RM305 5 5 0.500 0.500 0.000 0.0000
RM159 5 5 0.000 0.000 0.000 0.0000
RM314 6 6 0.489 0.250 0.239 0.4885
RM172 7 7 0.500 0.500 0.000 0.0000
RM118 7 7 0.213 0.291 0.078 0.3650
RM125 7 7 0.750 0.683 0.067 0.0889
RM331 8 8 0.734 0.625 0.109 0.1486
RM332 8 8 0.727 0.653 0.074 0.1018
RM321 9 2 0.500 0.500 0.000 0.0000
RM278 9 3 0.643 0.328 0.315 0.4904
RM242 9 3 0.411 0.233 0.178 0.4331
RM222 10 2 0.402 0.219 0.183 0.4554
RM167 11 2 0.500 0.488 0.012 0.232
RM229 11 3 0.544 0.483 0.060 0.1111
RM247 12 3 0.489 0.488 0.001 0.0005
P{E Average 39 0.5002 0.4277 0.0724 0.1489
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Fig. 1 Dendrogram of in-situ and ex-situ conserved wild rice in Anjiashan based on SSR data
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Table 2 Genetic diversity of in-situ and ex-situ conserved wild rice in Shuitaoshu

Elk7| Jetifk LS IE D B Z R JEEA AR 2 R R ) 2 PR 2 A LML R
Locus Chromosome Alleles Total gene Diversity Gene diversity within Gene diversity among Coefticient of gene
(Hr) population (Hs) population (Dgr) differentiation(Ggr)
RM104 1 2 0.337 0.308 0.028 8.42
RM129 1 4 0.657 0.617 0.039 597
RM250 2 3 0.613 0.606 0.007 1.11
RM240 2 2 0.418 0.391 0.026 6.32
RM154 2 4 0.252 0.255 0.004 1.40
RM16 3 2 0.500 0.500 0.000 0.00
RM282 3 3 0.541 0.543 0.002 0.33
RM161 5 2 0.499 0.496 0.003 0.64
RM305 5 3 0.553 0.555 0.002 0.29
RM159 5 3 0.271 0.259 0.012 438
RM314 6 2 0.193 0.196 0.003 1.40
RM172 7 5 0.578 0.560 0.017 2.96
RM118 7 2 0.492 0.491 0.001 0.10
RM125 7 4 0.606 0.599 0.007 1.12
RM331 8 6 0.709 0.674 0.036 5.04
RM332 8 5 0.606 0.605 0.001 0.10
RM321 9 6 0.580 0.580 0.000 0.07
RM278 9 3 0.109 0.110 0.001 0.31
RM222 10 2 0.153 0.145 0.007 4.88
RM167 11 2 0.500 0.454 0.046 9.27
RM229 11 3 0.601 0.592 0.009 1.45
RM247 12 3 0.469 0.440 0.029 6.19
SPHI{H Average 32 0.445 0.434 0.011 2.53
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Fig. 2 Dendrogram of in-situ and ex-situ conserved wild rice in Shuitaoshu based on SSR data
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