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Establishment of a Stable PK-15 Cell Line Expressing the P1 Gene

of Swine Vesicular Disease Virus
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Abstract: P1 gene of swine vesicular disease virus (SVDV) was amplified by PCR using specific
primers from SVDV HK/70 genome. The amplified fragment was cloned into pBABE puro vector
for sequence analysis,and the recombinant plasmid was named pBABE puro-P1. Then pBABE pu-
ro-P1 and pVSV-G were cotransfected into GP2-293 packaging cells by liposomes, and recombi-
nant retrovirus was acquired. The recombinant retroviruses was transfected into PK-15 cell by po-
lybrene. The transfectants were selected by paromycin. Results of immunofluorescence, PCR
analysis and Western blot showed that the foreign gene was integrated into the chromosome of
transfected PK-15 cells and the expressed protein could react with positive serum against SVDV.
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Table 1 The sequence, location and length of the primers
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{7 & Location KB Length/bp

P1F 5'-AAGAATTCCACCATGGTAGGGAATTCAACCATAACCAC-3'
P1R 5'-CGGAATTCCGTTTTGACGTGCTTTGG-3'

1014—1 029 39
3 166—3 186 26
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Fig. 1 Identification of stability of infected PK-
15 cells

2.4 PIEANBREESLETELR
Xof G i H R G A AR A 2B 1,816 AR 30 X3y
AIRE 2.1 kb A4 R B AR B B R
2k (B D),
2.5 @BEIEHKN PK-15 gt P1 EE MR
i 3 [F] Bz S e ZEOB AR I & B SVDV HK/70 P1
SEHRFEBR A T AR T KA HRR W E
FIRE RO AR IS PR BT IR 5 . 53 4k s BB IE -
KRBT F AR R A s £ AE PK-15 40 . 40 i e
A5 Y0 A% R T AT L CIEL 2) T X R CR 28R 7
R Y PK-15 20 M) I A AL 1Y) 5¢ 25 6,40 i .



44 M5 8 R ORI R 8 PL SRR Y PK-15 20 i AR fY S 481

AT ACHRIE B 25 10 AR C. 25 %) 18

A, B. The expression of P1 protein in 1st and 10th generation infected cells, respectively;C. Uninfected PK-15 cells
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Fig. 2 Identification of expression of P1 gene in PK-15 by indirect fluorescence assay
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Fig. 3 Western blot analysis of the expressed prod-
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