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Abstract: The single nucleotide polymorphism (SNP) of GH gene was investigated in Zi geese.
The primers for intron 3 in GH gene were designed according to the homologous sequence of duck
and the SNPs were detected by PCR-SSCP method. The results showed that the length of intron
3 of goose GH gene was about 364 bp, seven SNPs were detected, which were A160G, C167G
and T264C, in addition, deletions were found at the base position 176, 177, 231 and 232, respec-
tively, in the two kinds of homozygote. Three kinds of genotypes (AA, AB and BB) were detec-
ted and BB genotype was dominant in population, the frequency of genotypes were BB>>AB>
AA. The results of Chi-Square test indicated that the frequencies of GH gene fit with Hardy-
Weinberg equilibrium in Zi geese. The correlation between the genotypes and body weight and
carcass traits of Zi geese showed that 7 weeks body weight, 9 weeks body weight, 10 weeks body
weight, breast muscle weight, breast muscle rate and heart weight of Zi geese with BB genotype
were significantly higher than those with AA genotype (P<C0.05), 8 weeks body weight with BB
genotype were significantly higher than those with AB genotype (P<C0.05). As the whole, the
average values of these traits of the individuals with BB genotype were the highest, while those

with AA genotype showed the lowest.
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Fig. 1 SSCP analysis of PCR products of the intron 3
of GH gene
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Fig. 2 The mutations between AA and BB genotypes
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F1 78 GH EE PCR-SSCP EFE B ME M EFE I ZE ( n =55)
Table 1 Genotype and allele frequencies of GH gene by PCR- SSCP in Zi geese (n=55)

- TR R % I R T
15 BEA BT . _ . o« H
Genotype frequencies Allele frequencies )
Sex No. y* value
AA AB BB A B

/A Male 28 0.143(4) 0.250(7) 0.607(17) 0.268 0 0.732 0 1.68™
£} Female 27 0.111(3) 0.296(8) 0.593(16) 0.259 0 0.741 0 0.45™
it Total 55 0.127(7) 0.273(15) 0.600(33) 0.263 5 0.736 5 1.96™

A8 XA [R] S B 23 A3 1) Hardy-Weinberg S i 52 {6 s B AR ns #7n 804 1K 8 82 K P>0. 05)

y’ values means the test values of different genotype to Hardy-Weinberg balance; Means with ns in column are no significant

difference(P>>0. 05)
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B 2ZFAEE(P>0.05), \NE3IATLEWE B
SRR 2% 2 DR R B i LB g JUL 2R 0 B B AE AE
B3R 56 (P<C0. 05) . BB BN 44 14 g L, g L %
FLC JE B B ey 3 TR R AACP<T0.05), 5
S AR BRI AR 1 A IS A SR E2E R AR
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Table 2 The relationship between GH gene intron 3 and bodyweight of Zi geese

e k] FEALL TR/ g 8 J Ik /g 9 JH I AE /g 10 JH ik /g
Genotypes No. 7 weeks bodyweight 8 weeks bodyweight 9 weeks bodyweight 10 weeks bodyweight
AA 7 1302.144+174.69" 1 632.864258.14" 1 777.434249.49> 1 888.14+318. 44"
AB 13 1397.46£209.03"™ 1638.314£204.59" 1 940.62£260.04™ 2 086.924273. 68"
BB 27 1519.524259.67* 1 824.33+£301.42* 2 029.22+311.14* 2 190.194317. 49"

A S [ R A 119 F- 29 i a) 22 5 8.2 (P<<0. 05) . T [A]

Means with the different superscripts within the same column differs significantly (P<C0. 05). The same as below

®3 NHBGHERMNESTIENIEBGAMEKNXE

Table 3 The relationship between GH gene intron 3 and part carcass traits of Zi geese

FE A Y A% ML /g T LR/ % D/ g
Genotypes No. Breast muscle weight Breast muscle rate Heart weight
AA 7 56.86+12. 48" 4,3040. 68" 15. 1442, 41"
AB 14 78. 8325, 80" 5.504£0. 40" 17.0042. 22
BB 30 89.189429.12° 5.9041. 43" 17.3342.51°
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