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Abstract (LTPs) are a
group of basie, small (9 ku) proteins which transfer
So
lipid
Their

purification, structure, gene expression and biological

Lipidtransfer proteins

lipids between biomembranes by in vitro assays.
the

transferring during biomembrane synthesis.

they are thought to participate in

functions have been studied in various monocotyle
donous and dicotyledonous plants. The latest studies
found that they are secreted and located in the cell
wall, and that it is suggested that plant LTPs are
possibly related with cutin formation, defense reac
tions against phytopathogens and plant adaptation to
various environmental stresses.
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gene products and signal transduction in waterstress
response was mainly introduced. Genes induced
during waterstress conditions are thought to function
not only in protecting cells from water deficit but also
in the regulation of genes for signal transduction in
waterstress response. At least four independent
signal transduction pathways exist between the initial
dehydration signal and gene expression, two are
ABA independent and two are ABA dependent, one
of the ABA-dependent pathways requires protein
biosynthesis, one of the ABA-independent pathw ays
overlaps with that of the cold response.
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