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Research progress on combining ability and molecular markers
assisted of tobacco germplasm evaluation
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Abstract Progress on combining ability and molecular markers assisted tobacco germplasm evaluation was discussed. It indi-
cated that 1 Importance need to be attached to collecting and couserving germplasm infensive identification and utilization
of germplasm identifying useful genes and special germplasm and broadening the origins of genetic cross parents of tobacco.

2 Understanding of inheritance difference in order to promote the development of the tobacco heterosis. 3  Research on
molecular marker technology and heterosis utilization of tobacco should be strengthened .
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