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Abstract; In order to conserve the genetic diversity of domestic fowl and animal, we ordinarily took o-
rigination and displacement measures. This experiment studied the two different conservative effects of
7 indigenous chicken breeds in China by using 13 microsatellite markers with high polymorphisms.
Those chicken breeds included Chahua, Langshan, Dagu, Silky, Xianju, Beijing fatty, and Henan
game chicken. We calculated the genetic parameters of mean heterozygosity (H) and polymorphic in-
formation content ( PIC) of each breed in two conservative zones, and analyzed the parameters’ differ-
ence of each breed. The results showed that each breed was of high polymorphisms, but the polymor-
phisms of displacement were more than that of origination. Although the effects of two measures were
better, the genetic variation of each breed had some difference between two measures.
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Tab. 1  Genetic parameters of the two different conservative effect of 7 indigenous chicken breeds in China
AT &%él%k%x% @Ezh% éiiﬁxlg Bj@%ﬂafxﬁ% T X% NG AR ILiX
conseration -+ illky ianju ahula eijing fatty  Hennan game Dagu Langshan
measures H PIC H PIC H PIC H PIC H PIC H PIC H PIC
ADI212 0.659 0.698 0.684 0.724 0.637 0.728 0.673 0.767 0.674 0.724 0.673 0.711 0.710 0.748
ADI210 0.612 0.673 0.661 0.709 0.739 0.644 0.775 0.699 0.684 0.731 0.677 0.726 0.640 0.692
ADLI36 0.752 0.783 0.701 0.749 0.836 0.697 0.853 0.734 0.348 0.380 0.667 0.714 0.688 0.729
ADLI85 0.612 0.673 0.630 0.688 0.612 0.476 0.668 0.573 0.701 0.748 0.559 0.630 0.685 0.734
MCW150 0.740 0.770 0.719 0.761 0.765 0.756 0.796 0.788 0.792 0.817 0.721 0.758 0.676 0.723
MCWO004 0.819 0.840 0.812 0.832 0.773 0.797 0.803 0.823 0.721 0.763 0.812 0.834 0.766 0.795
SeHb ADL176  0.702 0.736 0.630 0.688 0.666 0.720 0.579 0.646 0.464 0.559 0.493 0.575 0.439 0.543
MCW145 0.570 0.570 0.761 0.761 0.593 0.593 0.823 0.823 0.773 0.773 0.744 0.745 0.722 0.722
MCW134 0.717 0.757 0.687 0.733 0.570 0.636 0.7838 0.814 0.730 0.767 0.771 0.801 0.441 0.543
MCW104 0.743 0.778 0.724 0.764 0.796 0.819 0.763 0.793 0.736 0.759 0.649 0.685 0.713 0.753
ADLI66 0.705 0.742 0.815 0.837 0.811 0.830 0.751 0.783 0.654 0.703 0.817 0.838 0.726 0.761
MCWI120 0.833 0.852 0.783 0.811 0.812 0.834 0.717 0.756 0.858 0.873 0.500 0.586 0.771 0.800
MCWO032 0.834 0.851 0.787 0.814 0.800 0.823 0.724 0.759 0.692 0.740 0.704 0.744 0.684 0.733
ADI212 0.737 0.777 0.447 0.554 0.375 0.508 0.491 0.589 0.417 0.534 0.441 0.550 0.691 0.739
ADI210 0.485 0.581 0.528 0.613 0.602 0.669 0.751 0.792 0.404 0.525 0.625 0.694 0.502 0.5%
ADLI36 0.807 0.838 0.660 0.715 0.758 0.796 0.802 0.831 0.824 0.852 0.488 0.583 0.512 0.602
ADLI85 0.686 0.741 0.642 0.699 0.718 0.760 0.499 0.591 0.592 0.666 0.522 0.607 0.554 0.630
MCW150 0.703 0.757 0.687 0.743 0.490 0.585 0.673 0.730 0.445 0.552 0.638 0.703 0.702 0.755
MCWO004 0.665 0.721 0.729 0.714 0.638 0.699 0.611 0.668 0.560 0.635 0.699 0.750 0.712 0.755
Jir=Hb ADL176 0.807 0.838 0.726 0.767 0.726 0.771 0.666 0.718 0.789 0.823 0.736 0.782 0.687 0.738
MCW145 0.689 0.742 0.718 0.768 0.388 0.513 0.641 0.704 0.712 0.761 0.729 0.778 0.671 0.728
MCW134 0.399 0.521 0.658 0.774 0.703 0.757 0.527 0.611 0.634 0.695 0.689 0.747 0.687 0.743
MCW104 0.656 0.715 0.492 0.585 0.664 0.719 0.548 0.630 0.605 0.671 0.440 0.549 0.424 0.538
ADLI66 0.607 0.67 0.816 0.844 0.735 0.779 0.666 0.718 0.773 0.807 0.829 0.855 0.809 0.840
MCWI120 0.646 0.704 0.732 0.775 0.787 0.821 0.737 0.779 0.532 0.616 0.593 0.663 0.474 0.573
MCWO032 0.525 0.61 0.714 0.765 0.549 0.628 0.806 0.837 0.743 0.786 0.764 0.802 0.690 0.745
S R oMb 0.748" 0.715" 0.759* 0.722* 0.756" 0.724* 0.751" 0.711* 0. 718" 0.679* 0.719" 0. 676" 0.714"0. 666"
240 7 0,709 0.647* 0.717* 0.658* 0. 693 0. 626" 0.708* 0. 648" 0. 686* 0.618* 0.697* 0. 630" 0. 691*0. 624*
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