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Research on the Genetic Diversity of Phytophthora
infestans from Potato and Tomato
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Abstract; This paper is researched on the molecular fingerprint of 35 isolates of Phytophthora infestans
from 9 counties of Yunnan province by RAPD. The results showed the isolates from potato and tomato
had abundant genetic diversity. The analysis of clustering indicated all isolates were clustered into dif-
ferent genetic similarity group at different similarity level. It is showed the isolates from potato and to-

mato had genetic difference. But the isolates from potato and tomato could not clustered into two differ-
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ent genetic group, they could clustered different genetic group.
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Tab. 1 Isolates of Phytophthora infestans used for RAPD assay
P Wk > FE TR IR
number code of isolates host origion of isolates
1 TYNI13 &0 tomato A Kunming =Rl R YAU
2 TYN14 i tomato ZHARE YAU
3 YTN16 i tomato mHARE YAU
4 YNT37 & tomato ML RA= YAU
5 YTN8O i tomato AR YAU
12 S764 & tomato W HHE Songming County  EIRHIIT Near county
9 JQIA44 F&hh tomato /K E Jianshui County YL Qujiang
10 JQL59 F&hh tomato M7 Qujiang
11 JDZ38 FA tomato A Dongba
13 YWLX21 FA tomato JGIEE Yuanmou County Y5 % Wumao Town
6 TLYOS &0 tomato BFE Tonghai County #49%E Laoyaying
TLY10 FA tomato T Laoyaying
TLY45 & tomato A E Laoyaying
14 TLO1 43 potato ZHE Laoyaying
15 TLO2 s potato =1 Laoyaying
16 TLO5 HE4 3 potato ZHE Laoyaying
17 TLO7 s potato =1 Laoyaying
18 GSP23 s potato VPR Luxi County 111 Guishan
19 GSP26 LR B potato F1l Guishan
20 GSP27 LR B potato F1l Guishan
21 GSP28 L2 potato %1l Guishan
22 GSP31 LHEY B potato F1l Guishan
23 GSP32 L2 potato =E1l1 Guishan
24 GSP35 LY 2 potato %1l Guishan
25 GSP39 L2 potato =E1l1 Guishan
26 PLM24 L potato i R &L Luliang County  JHE Il Meimaoshan
27 PLLM40 LA potato JEE 1 Meimaoshan
28 PLMJ04 LB potato J&E L meimaoshanjiao
29 PLX52 e potato B R Xueguanpu
30 PLX61 e potato B R Xueguanpu
31 PLG11 L2 potato F Guohe
32 PZDN13 YR B potato ) EL Zhongdian County JEPH Nixi
33 PZDLO6 L2 potato WK Lamasi
34 PZDZ27 LA potato HLME Zhongxin Town
35 MLNO06 LY potato TP H Malong County AV JRiFI M Farm of Seed, Agricultural Bureau
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Fig. 1 Concentration of DNA of Phytophthora infestans[]
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CK: Sterilized Water: Lane 1 : RAPD amplification of Phytophthora infestans from potato:

Lane 2 : RAPD amplification of Phytophthora infestans[ from tomato.
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Fig. 2 Profile of RAPD amplication with different random primer
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M: DNA Marker: CK: Sterilized Water; Lane 1~ 16 : RAPD amplification of Phytophthora infestans

1: PLG11. 2: PLMI04. 3: PZDN13. 4: PLLM40, 5

5: GSP39. 6: PLX61. 7: MLLNOG. 8: PZDL06.

9: YNT37. 10: IDZ38. 11: JQL59, 12: TYN14, 13: YWLX12, 14: JQL44. 15: YNTS0, 16: TLY45
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Fig. 3 RAPD amplification of the some isolates with random primer OPM-01
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Tab.2  Amplified polymorphic DNA bands obtained from 35 isolates

E1k7 FIMFHI(5" -3") AL ZAE AL ZARIEE %
primer primer sequence amplified band polymorphic band genetic diversity

OPB - 11 GTAGACCCGT 14 14 100. 00

OPB - 14 TCCGCTCTGG 7 5 71.43

OPM -01 GTTGGTGGCT 10 8 80.00

OPM -02 ACAACGCCTC 17 16 94.12

OPN - 16 AAGCGACCTG 7 87.50

OPN -20 GGTGCTCCGT 7 6 85.71

L total 6 63 56 88.89
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Fig. 4  Clustering dendrogram based on RAPD amplification of 35 isolates
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