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Pathogenicity Analysis of Magnaporthe grisea Isolates from Yunnan
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Abstract; The pathogenicity of 33 isolates of Magnaporthe grisea mainly from Yunnan Province was an-
alyzed by inoculation onto 43 rice varieties. Their pathogenic frequencies ( PF) varied greatly, from
20.59% to 83.72% . Their pathogenicity is related to the origins at some extent. Virulence of the iso-
lates from Yiliang County was the strongest with 81. 40% PF, the middle from Chengjiang and Weishan
Counties, with 64.29% and 62.79% PF, respectively, and weaker from other counties. The isolates

from Southeastern Yunnan diversified in pathogenicity with strong virulence. The isolates, however,
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from the middle and western Yunnan have relatively weaker virulence.
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Tab. 1 Rice varieties for identification of pathogenicity of the pathogen
fifr s Al fifr s s fif i Al fifr Al
No. cultivar No. cultivar No. cultivar No. cultivar
1 k4T 12 3027 " 23 =R909™ " 34 AL 2 5
Xiannong 4 II - you 3027 Yunhui 909 dianjingyou2hao
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3 P/ 14 X4 881 % * 25 =~ 124 36 HFH33"
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4 Hifl 838" ” M 5277 2% AN 26" 37 GEVIN
Zhongyou 838 Gangyou 527 Chujing 26 Hexi 24
5 e 99" 16 X 151" - FENE 25" 18 "R
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6 ik 2077 17 Mg 12 28 AERE 23" 39 HHR40"
Zhongyou 207 Gangyou 12 Chujing 23 Hexi 40
7 Df6s” 18 ez 1" 29 65" 40 iR 175"
Diyou 68 Shanyouduo I Dianchao 6 Xinanl75
8 253t 19 LB 10 Hi2 5" A1 TAR39"
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9 20 31 42 .
Jinyou 207 Lingxiang 16 Denong211 039
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1 &7 ”» i 33 AN I
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Tab.2  Origins and pathogenicity frequencies of Magnaporthe grisea isolates

[ il HORIE % [0 3 K HORIE, %
Isolate origin (county) pathogenicity frequency isolate origin( county ) pathogenicity frequency
FO02-1Yi02-1 B R E Yiliang 83.72 2202 -2 An02 -2 T Anning 41.86
F02-8Yi02-8 R E Yiliang 79.07 B01446 £ 5E 8 Mouding 41.86
Bt 23 —1Ping23 - 1 #2118 Pingbian 79.07 P06 -6 =] PRk & T IRRL 41.86
P01 -57 213 B Honghe 79.07 5#9 —1 Ping9 -1 Bti1 B Pingbian 39.53
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i = FA bR UE A R
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P01 - 68 213 B Honghe 48.84 LC1(5)141 [ BroK A5 r IRRI 30.23
21 Fifi £ £ Luliang 46.51 98 234 PIPEE Luxi 30.23
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Fig. 1 Dendrograph of 33 isolates based
on pathogenicity identification data
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