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Abstract: Genetic diversity for Sichuan black goat populations, including Jintang black goat,
Lezhi black goat, Jianchang black goat, Hejiang black goat, Jiangan black goat, Zigong black
goat, Jialing black goat, Yingshan black goat and Baiyu black goat, were estimated using ten mi-
crosatellite makers by PCR, polyacrylamide gel electrophoresis and silver staining of Sanguintti
method. The results showed that ten microsatellite loci analyzed were highly polymorphic loci in
nine populations. The average PIC, H and Ne of Jintang., Lezhi, Jianchang, Hejiang, Jiangan,
Zigong, Jialing, Yingshan and Baiyu black goat were 0.724 4/0.763 2/4.483 8, 0.750 3/0.782 7/
4.878 2, 0.735 2/0.773 9/5.017 6, 0.770 2/0.800 7/5.286 1, 0.740 2/0.777 1/4.576 8, 0.746 5/
0.784 6/ 4.855 6, 0.751 1/0.788 9/ 4.959 1, 0.760 4/0.790 5/4.886 9 and 0.697 0/0.741 7/
4.272 8. Jialing and Yingshan black goat was one cluster (D=0. 386); Zigong and Jiangan black
goat was separated one cluster (D=0. 428) firstly, then Hejiang black goat joined this cluster (D
=0.456); Jingtang and Lezhi was one cluster (D=0.437); Baiyu and Jianchang black goat was
one cluster. At last, the four clusters build up a big cluster.
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Table 1 Primer squences of microsatellite locus

i [ JBE iR T

Locus Forward Primers Reverse Primers
1LSTS005 F:GGAAGCAATGAAATCTATAGCC R: TGTTCTGTGAGTTTGTAAGC

XMB7 F:.CTGTATTAGAGTTCCCTGGAGAAA R:GCCAACATGCCCTGTAGAAT
XMBI11 F: TACTGATGGGAGGTTTCTGAGA R:CCCAGAGTCTTTGTGTCAAGG
SRCRSP-10 F.:ACCAGTTTGAGTATCTTGCTTGGG R:AGGAAGTTTATTGGACAGTGCTGG
XMBI19 F:AAGAATCGGACATGACTGAATG R:CCTCCTTCATAATCCATTAAGCT
XMB24 F: TTACCACTGAGCCACCTGG R:ATGATGCTTCTGTCAAGAGGTT
XMB31 F:GATCCAACGGATGTTAGCAA R:GCCACACAGTCAAATGAATCA
XMB16 F:AGGATAATTTGCTCTGTGCCC R:ATGGCAATATGAGGAGTTGC
TGLAS53 F:CAGCAGACAGCTGCAAGAGTTAGC R:CTTTCAGAAATAGTTTGCATTCATGCAG
XMB84 F: TCAGGTGAATACTTTCCCACG R: TCCTTGTGTCCCTTTAGTTTTG

PCR W& & R 25 pL R R P4 10
X buffer 2.50 plL; ANTPMix (2.5 mmol/L)
2.00 pL; MgCl, (25 mmol/L) 0.80 ~ 1.50 pL;
TagDNAPloymeras (5U/pL) 0.3 pL; F-primer
2 pLsR-primer 2 pL; DNA AR (25 ng/pl) 2 pl;
ddH, O fin = 25 L,
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Table 2 Genetic parameter of ten microsatellite loci in nine black goat breeds (populations)

A e R Black goat populations FHE
Locus Parameter HJ JA 7G JL YS BY JC Lz JT Mean
PIC 0.794  0.700 0.711 0.613  0.702 0.721 0. 796 0.750  0.628 0.713
ILSTS005 H 0.818  0.741 0.778 0.708 0.760  0.758  0.821 0.782  0.692 0.762
Ne 5.504 3.854  4.503 3.422 4.168  4.129 5.574  4.587 3.242  4.331
PIC 0.700  0.760  0.785 0.799  0.795 0.754  0.807 0.673  0.614 0.743
XMB7 H 0.742  0.791 0.812  0.822  0.819 0.783  0.829 0.701 0.654 0.772
Ne 3.879  4.780  5.305 5.612 5.528  4.610 5.838  3.339  2.893 4.643
PIC 0.696  0.699 0.670  0.680 0.690 0.642 0.701 0.688  0.699 0.685
XMB11 H 0.744  0.747 0.721 0.731 0.739 0.698  0.748  0.737 0.746 0.734
Ne 3.902 3.948  3.587 3.713 3. 826 3.310 3.973 3.795 3.942  3.777
PIC 0.746  0.740  0.677  0.729  0.783 0.370  0.369 0.703  0.699 0.646
SRCRSP-10 H 0.782  0.777 0.727 0.769  0.775 0.490  0.488 0.746  0.746 0.700
Ne 4.577  4.490  3.669 4.323  4.452 1. 960 1. 951 3.942 3.937  3.700
PIC 0.761 0. 766 0.757  0.758  0.766 0. 745 0. 766 0.758  0.744 0.758
XMB19 H 0.794  0.798  0.791 0.792  0.798 0.780 0.798  0.791 0.781 0.792
Ne 4.852  4.958  4.778  4.803  4.958 4.552  4.958  4.789 4.562  4.801
PIC 0.830  0.797 0. 803 0. 821 0. 832 0.714  0.837 0.833  0.810 0.809
XMB24 H 0.854  0.749 0.740  0.858  0.811 0.828  0.827 0.833  0.747 0.805
Ne 6. 835 3.976 3. 851 7.027 5.288 5. 817 5.770  5.981 3.953  5.389
PIC 0.752  0.699 0.762  0.739  0.755 0.708 0.750  0.701 0.760 0.736
XMB31 H 0.787  0.746 0.795 0.775  0.789 0.750  0.785 0.748  0.794 0.774
Ne 4. 688 3.940  4.885 4.450  4.739 4. 005 4. 653 3.973  4.843 4. 464
PIC 0.836  0.701 0.692  0.841 0.784  0.807  0.802 0.811 0.700 0.775
XMB16 H 0.848  0.820  0.825 0. 841 0.850  0.751 0.854  0.850  0.830 0.830
Ne 6.570 5.565 5. 698 6.274 6.671 4.023 6. 826 6.671 5.896  6.022
PIC 0.856  0.806 0.852  0.791 0.769 0.830  0.836 0.844  0.837 0.825
TGLAS53 H 0.871 0.830  0.867  0.818  0.801 0.849  0.854  0.861 0.855 0.845
Ne 7.734 5. 865 7.525 5. 483 5.015 6.631 6. 849 7.184 6.873  6.573
PIC 0.730 0.734 0.756 0.740  0.727 0.679  0.686 0.743  0.753 0.727
XMB84 H 0.769  0.772 0.790  0.777  0.763 0.729  0.736 0.779  0.787 0.767
Ne 4.319  4.392 4.757  4.484  4.223 3. 690 3. 784 4.521 4.699  4.319
PIC 0.770  0.740  0.747  0.751 0.760  0.697  0.735 0.750  0.724 0.742
Mean H 0. 801 0.777 0.785 0.789  0.791 0.742  0.774 0.783  0.763 0.778
Ne 5.281 4.577 4. 856 4.959  4.887 4.273 5.018  4.878  4.484  4.802
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Table 3 Nei’s genetic distances among populations of nine black goat

population YS JL 7G JC BY LZ HJ JA JT
YS 0. 386 0.525 0. 691 0.768 0.582 0.514 0.530 0.588
JL 0. 386 0.497 0. 730 0.719 0. 565 0.482 0.477 0. 588
7G 0.525 0.497 0.638 0.651 0.514 0.456 0.428 0.471
JC 0. 691 0. 730 0.638 0.489 0.728 0.691 0.752 0.753
BY 0.768 0.719 0.651 0.489 0.728 0. 724 0. 759 0. 775
LZ 0.582 0. 565 0.514 0.728 0.728 0. 445 0.478 0.437
HJ 0.514 0.482 0.456 0. 691 0.724 0. 445 0.456 0.478
JA 0.530 0.477 0.428 0.752 0. 759 0.478 0.456 0.470
JT 0.588 0.588 0.471 0.753 0. 775 0.437 0.478 0.470
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Fig. 1
STS005 in Baiyu black goat population
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Fig. 2 Clustcring dendrogram map of different black

goat populations
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