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Abstract AIM To study the expression of Irigl gene in
esophageal squamous cancer and its significance. METHODS
The expression of Irigl gene was detected by RT-PCR in cancer
tissues matched para-cancer tissues and tissues far away from
tumor in 36 cases of esophageal squamous cancer. PCR products
were tested by gel electrophoresis. The expressions of Irigl gene in
the three kinds of tissues were semi-quantified by calculating the
ratio of the gray value of Irigl bands and those of GAPDH bands
respectively. RESULTS The positive expression rate of lrigl
mRNA in 36 cases of esophageal carcinoma was 41. 7% 15/
36 . The positive rate was lower than that in tumor-adjacent
tissues 91. 7% or esophageal mucosa far away from tumor

100. 0% P <0.05
showed that the level of Irigl mRNA expression in esophageal

respectively . Semi-quantified analysis
cancer tissues 0.76 £0.22 was lower than that in tumor-adja-
cent tissues 0.89 +0.33 and esophageal mucosa far away from
tumor 1.13 £0.40 . The higher positive expression rate of lrigl
mRNA was correlated with higher differentiation grades in cance-
P <0.05 . While the expression of lrigl mRNA
had no relationship with TNM stages lymph node metastasis or
P >0.05 . CONCLU-
SION The expression of Irigl mRNA is lost or reduced in eso-

rous tissues
histologic types in esophageal cancer
phageal cancer tissues which indicates that the Irigl gene may

play an important role in suppressing the tumorigenesis and deve-

lopment in esophageal cancer.
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0.5cm x0.5 cm x0.2 cm
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