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HR &MY HindI, PstI, BamHI, EcoRI #1 BgL I 4> U3k mtDNA #n
%t mtDNA #4752, MM HASEREEA Ak #T. 45 REM, iX 5 R0 EE MR
REBSEEWLEMAS, 2, 2, 344, A1 PR, EUSERRR B KR 3,
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L A-DNA/Hind L #1 SPP I-DNA/EcoR I 5e2xEi )y Btohsr TR, FIHH TH
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#1 Wiy mtDNA BEMEFBROHSTR (B MD)
Table 7 Molecular weight (MD) of restriction fragments of miDNA from

Lionhead goose (Anser cygnoides domestica) liver

Hind I BgL I EcoR T Pst T BamH J

3.57+0.20 3.57+0.22 8.1640.39 10.16+0.51 8.00X0.46
2.50+0.10 2.73x0.15 1.6940.13 0.58+0.17 2.76%0.15
1.96+0.12 2.30£0.12 0.8540.10

1.494:0.11 2.1540.11

1.2210.11
10.74 10.76 10.70 10.75 10.76 10,74
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%2 W3 mtDNA BREERFRAHZ TR (Hf. MD)
Table 2 Molecular weight (MD) of restriction fragments of
mtDNA from pheasant (phasianus colchicus) liver

BgL I Hind I EcoR T Pst T BamH T

A 4.68140.23 7.82+0.50 7.4040.40 6.45+0.40 10.684-0.58
B 4,154-0.20 1.4840.14 1,72:0.16 2.5340.20
C 1.3940.14 1.38+0.13 1.56%+0.12 1.6940.12
D 0.46+0.05
10.68 10.68 10.67 10.68 10.68 10.68

SRR 5 TR 1A, BT R B PR A A o8 e e 10 B v DAk F by Bl 2 W U0 B4
TEROD—FTFE, BranEESaamEakm—3L.

RS &, Lk 5 FNEIREE 2R A% mtDNA, k3 mtDNA F#5H% mtDNA,
Wi ey &, mF3, F4MES PR, EREWAE miDNA BFEHL BRBKHER
Hor FREPLBEEBEMLL, 1038, KM mtDNA FEEHE B A B E fiay TR Z R
ZRMK,

®3 =52 mtDNA BEEi¢FROSFR (Ef. MD)
Table 3 Molecular weight (MD) of restriction fragments of
mtDNA from white goose (4nser cygnoides domestica) liver

Hind [T BgL 1 EcoR T Pst] BamH T
A 3.5740.21 3.57£0.21 8.2240.41 10.204-0.48 8.0540.41
B 2.5310.12 2.73%0.16 1.7040.16 0.58+0.03 2.734+0.13
C 1.95+0.14 2.33+0.14 0.85+0.09
D 1.49+0.12 2.134+0.10
E 1.2140.10
10.75 10.76 10.77 10.78 10.78 10.76
*4 X% mtDNA R#iERERSFR (B, MD)
Table 4 Molecular weight (MD) of restriction fragments of
mtDNA from turkey (Meleagris gallopavo) liver
Hind I PstT BamH T BgL T EcoR I
A 4.254:0.25 7.40+0.42 8.55+0.48 9.6610.81 0.75%0.40
B 1.48+0.51 2.66+0.51 1.18£0.14 1.09+0.10
C 1.4440.13 0.6910.09 1.0240.11
D 1.43+£0.11
E  1.38+0.10
F 0.77£0.09

10.75 10.75 10.75 10.75 10.73 10.75
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%5 B9 mtDNA REESERNSTFE (B6.MD)
Table 5 Molecular weight (MD) of restrictign fragments of
mitDNA from quail (Coturnix coturnix) liver

Hind [I[ BgL T EcoR T Pst T BamH T
A 7.9940.48 6.124+0.38 10.52+0.61 10.5240.54
B 1.49+40.12 4.40+0.29
G 1.0440.10
10.52 10.52 10,52 10.52 10.52
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AR, BT HX 5 RPN UIEEEE AL S A 5T HER BT R A B S TS mtDNA R PR i A
i, mE3(a) Fim, :

RAVAMFE R F LR R TER mtDNA 1] % mtDNA, k3§ mtDNA F§EmtDNA
R ¢ 3%, Zn® 3 (B), (C). (D) #1 (E) Fims,

B 1 Wik mDNA MEGsZAR iR B B2 1% mtDNA MRGSZ4RE iR H B
e i B Ha, Pk e i

Fig.1 Agarose gel electorphoresis pattern Fig. 2 Agarose gel ecectrophoresis pat-
of restriction digests of mtDNA tern of restriction digests of mt-
from Lionhead goose (Anser cy- DNA from pheasant(Phasianus col
goides) liver chicus) liver

. sppl-DNA/EcoR T 2. mtDNA/Sma T

1. sppl-DNA/EcoR T 2. mtDNA/Sma I
. mtDNA/BgL T 4. mtDNA / Hine 11

3. mtDNA/BgLT 4. mtDNA / Hine [I
5.mtDNA /Pst] 6. mtDNA/BamH] 7. mt- mtDNA /Pst T 6. mtDNA / BamH I
DNA/EcoRT 8. mtDNA/Hind ] . mtDNA / EcoRT 8, mtDNA/Hind Il
9, ADNA/Hind[[| 9, ADNA/Hind Il
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10.75
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1 | BgL 1
0.92 2.10 3.12
! ! ! BamH T
7.31 8.00 10.66
- J | l__PstI
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| ] i ) | i Hind Il
( d )
10.52
L __BgLI
8.18
t BamH I
1.52 7.64
! 1 Pst T
0.91 2.40 3.44
) | | Hind I
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B3 #AKAGE mDNA RYIRHIHE Bi%
Ca), (b) #1 Ce) HLL BamHT I ®sm; (d) DL EcoRT AR (e)
EL BgLI A%, HULSEEEREN: (2)%%# mDNA; (b)H# mtDNA,
(e ili%g mtDNA; (d) k3 mtDNA; (e) §#¥ mtDNA.
Fig. 3 Restriction maps of goose mtDNA and bird mtDNA, The maps of (a), (b)
and (c) were linearized at the BamH] site; The map of (d) was linearized
at the EcoR] site; The map of (e)was linearized at the BgLI site. (a) Li-
onhead goose(Anser cygnoides domestica) mtDNA; (b ) White goose (An-
ser cygnoides domestica) mtDNA; (d) Turkey (Meleagris gallopavo)
mtDNA; (e ) Quail (Coturnix coturnix).
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A5G ES K LR RBRTFR - HFHAE &, BREEMNHES, hBSHAE
MAZER, HHEy A hAERE, AREEXATRICPTHEMKRIIACGREK, 55k
W 2y A AL T RN R /NER . 22 BIX KRB A RFHREH miDNA o &) B it 20
ZFBD, ENERTLEERBIE, @AY miDNA FEHENE 2 1 Glaus 3383
#y mtDNA FU)EIE BB SE4E REMFIRY, XA R TAYHEHG K, WAL
ARl aaFRE] mtDNA ZRAK, RMBRFH, S48, ExhX/MREHRHBOHER, TBE
FRBELIEA MR
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%G, K6 FBS LAY meDNA FRR i+ pa U0 B i 22 A1 25 e R AR K B9, DU ER ) S 3 H ke
BK A, BgLI LI mtDNA B 24 4 M)A k3G miDNA B34 2 AN)A; H7E 88 38 me-
DNA EMIA 1 AME05, X 0L R fEmeDNAPR il P 1 LAy fr B R A WIf9 . BgL I ZELA |k 3 Fh
% mtDNA EAREIMLAARR, 4 FRA/ML AHE, 1138 mtDNA 510.68 MD, Xk
% mtDNA 2410.75 MD F1#838 mtDNA 3% 10.52, HBNUIEEAE 3 2 iy thiR&R S
BgL I BRI, DAEEZRE 3 M8y R ¥l E2R0R H—8ih, 1158, #5Mmke i
B3GR (Calliformes), L8RS WERMER (Phasianidae) BARFE, K & W R 236
Ft (Meleagrididae), B 1zl MEBRFIZH, KXW TARDFENG mtDNA ZAHRK
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COMPARATIVE STUDY OF RESTRICTION MAPS OF SOME BIRDS
Sun Yunming, Wu Heling

(Peking University)

Five restriction cleavage maps of mtDNA from liver of Lionhead goose (Anser cygn-
oides domestica), White goose (Anser cygnoides domestica), Pheasant (Phasianus colchi-
cus), Turkey (Meleagris gallopavo) and Quail (Coturnix coturnix) are reported. Restric-
tion endonucleases Hind I, Pst I, BamH I, EcoR I and BgL T have 3, 3, 1, 3 and
4 sites from Phasianus colchicus, respectively. The restriction endonucleases have 6, 3,
3, 1 and 1 site from Meleagris gallopavo, respectively. The restriction endonucleases map
of mtDNA from two variaties of Anser cygnoides domestica are the same, and these
restriction enzymes have 5, 2, 2, 3 and 4 sites on those mtDNA, respectively. Restric-
tion endonucleases Hind I, Pst I, BamH I and BgL I have 3, 2, 1 and 1 sites from
Coturnix coturnix,

Analyzing five restriction maps, we discovered that,

(1) There was high interspecific variation on _fm\;l and goose;

(2) There was no heterogeneity between two variaties of goose.

Key words Fowl mtDNA, Goose mtDNA, Restriction map
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BREBFFK, PRARKMRR L ZE, SRLSSKEERTK. SKLELRID
K. RERLFZZRBRE. ¥AZRAEIERR, PERESBEER, PEAKYE
FEEFERER, BEE . ZEL2EARRZALRE, $H. AELEHKBER L=
FHANERRER, 19844E A h EIFE =3,

BAERAEFIOUFEATN)IBITE, LKk, PERYER, REEXMEMNE TS
PR EY ML mERLRN - BN RERYEL %M, LRRESERLAEEA
Z— KEMAFEERSY, SRADLEMAMBERTESASTE ARRETH—-RBEE
BANA, BB A RS AR S E RS EERR. LARLEBERGERA
ARFEFEE S, FI5EELAEBEAANKTENTEENSHE, _

REEE SRS, EREZKSERD—KHRK, RIS KZER b RESE&SEE
BHE A R, 2R HEMFEEE, $HRBREMRLREEL,
ek E R LR IR, L (R HIgEEER)



