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Table 1 Comparison and analysis of litter size of genotype of four genes
T, Jfify — G 20t DNl — 2
il SR DA First parity Second parity Multi parities First parity Second parity M ultf parities
Breed GeneGenotype
TNB PIC TNB PIC TNB PIC NBA PIC NBA PIC NBA  PIC
AA
ESR  AB 10.8633.32 7 12.23%2.15 8 12.59%2.11 7 9.86%3.74 8 11.15%2.05 7 12.363%2.03 7
BB 11.7912.25" 2 15.6741.97° 1 15.9812.43" 1 11.1542.54" 2 14.7302.5° 2 15.8742.63" 1
B AA 11.5712.55" 4 14.36%2.31° 5 15.2312.13" 4 10.79%2.93 6 13.25%1.88" 5 14.33%2. 74" 4
.. ESRB AB 11.00%L.00 6 11.06%2.00 9 12.0340.88 9 10.67%1.53 7 10.98%2.81 8 12.0030.97 8§
o e
Er"l’m AA 12.00E2.57° 1 15.56%2.12° 2 15.8432.93" 2 11.07%2.76" 3 14.6632.47° 3 14.3582.02" 3

PRLR AB 11.78%2.45" 3 13.51%2.32 6 14.62%2.36 5 11.35%2.72" 1 13.42%2.53 6 13.89X2.34 6

alian BB 9.0012.65 8 12.3312.69 7 12.26%2.00 8 9.00+2.65 9 10.38%2.49 9 11.79%4.34 9
AA

FSHRB AB  11.40%1.14 5 14.50%1,22" 4 14.56%2.12 6 11.00%1.22 5 14.00%1.42" 4 14.18%1.92° 5

BB 11.7832.45" 3 15.5432. 15" 3 15.734+2.71" 3 11.05%2.78" 4 15.3542.05" 1 15.2242.12" 2

AA  9.0913.27 12 9.85%2.23 1110.02%1.68 9 9.4432.85 6 9.78%2.53 9 9.86F*1.63 8§

ESR AB  9.53%2.74 8 11.38%+1.43 5 11.52342.13 5 9.3132.42 7 10.04%2.19 8 10.61%2.78 6

BB 11.641%2.67 1 12.7832.30" 1 12.9143.15" 1 10.57%2.54" 2 12.3241.96" 1 12.7142.14° 1

AA 10.9912.22" 4 11.4732.84" 3 12.8532.41" 2 9.67%2.41 5 11.08%2.74" 5 12.41%1.83" 2

& ESRB AB  10.3733.15 6 10.6932.59 7 10.5532.38 8 9.2533.03 9 10.37%2.40 7 9.4532.66 10

| BB 9.3242.72 10 10.1133.05 10 9.8532.08 11 9.06%2.28 11 9.5743.00 11 9.3332.41 12

Large AA  11.1232.96° 2 11.4233,06° 4 12.3033.04" 4 10.00%2.46 4 11.2043.35" 3 12.00%2.49° 4

WhitePRLR  AB  10.8933.07 5 11.1033.33 6 11.278.60 6
L6612.32 7 92142 64

BB  10.2433.21 7 10.533%3.05

(=]
—_
=

8 10.4313.62 6 10.75%2.37 5
10 9.69%2.88 10 9.38%2.36 11

9.5912.56

AA 9.1942.13 11 9.23%1.77 12 9.52*1.63 12 9.00%2. 14
FSHRB AB 10.1132.17 8 10.21%£2.05 9 10.48*1.00 10 10.08%2. 14
BB 11.56%1.89" 3 11.9130.98° 2 12.56%2.10° 3 11.50%1. 44"

12 9.18%1.09 12 9.50%1.47
3 10.20%2.10 4 10.2630.99
1 11.90%1. 117 2 12.36%2.13" 3

* oo HEYE D ST 4 A 1 L DRI AR i) 2 S0k 31 B UK, P < 0005, TNB: total number born; NBA: number born alive; PIC: posi

tion in the comparison
(P< 0.01) .
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i, AB 9% 5, BB (1 B iy o X AN 25 G2, A7 i1
FSHRB A BE38 3 7= A1 5 77 30 41 B0 A8 58 35 % i,
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Table 2 Additive effect of litter size in Erhualian and Large white

. B [A JER ki G % i FEIR Ik 2R a
i o 5 ?’U‘“ First parity Second parity Multr parities Additive effect of gene: a
Breed  Genelocus effect TNB  NBA  TNB  NBA  TNB  NBA  TNB Ik NB fir ¥
a .86 1.29 6.8 7.16 6.78 7.02  5.17 1 5.16 1
ESR d 0.93  0.65 3.44  3.58 3.39 3.5l *
D 0.50  0.50 0.50 0.50 0.50 0.50
a 0.33 -0.08 -220 -1.51 -2.13 -1.55 1.57 3 - 1.05 4
ESRB d -0.19 -0.04 -4.40 -0.77 -4.27 -0.78
Al D 0.50 0.50  0.50 0.50  0.50  0.50
Erhualian a -15 -1.04 -1.62 -2.14 -1.79 -1.28 - 0.64 4 - 1.47 3
PRLR d - 1.28 1.32 -0.44 1 0.57  0.82
D 0.85 - 1.27 0.27 -0.47 -0.32  0.64
a 0.76  0.10 2.08 2.70 2.34  2.08 1.73 2 2.44 2
FSHRB d 0.38  1.05 1. 04 1.35 1.17 1. 04
D 0.50 0.50 0.50 0.50 0.50 0.50
a 1.28  0.57 1. 62 1.27 1.15 1.43 1.35 2 1.09 2
ESR d -0.84 -0.70 0.22 -1.01 0.06 - 0.68
D -0.67 -1.23 0.13 -0.80 0.04 -0.47
a -0.84 -0.31 -0.68 -0.76 - 1.5 =-1.54 - 1.0l 3 -0.87 4
L ESRB d -02 -0.12 -0.1 0.05 -0.8 - 1.42
L):r”e D 0.26  0.38 0.15 -0.06 0.53  0.92
W'h;e a -0.44 -0.40 -0.45 -0.76 -0.82 -1.31 -0.57 4 -0.82 3
PRLR d 0.21 -0.02 0.13 -0.02 -0.21 0.06
D -0.48 0.38 -0.28 002 0.26 -0.05
a 0.94  1.25 1. 34 1.36  1.52 1.43 1.90 1 2.02 1
FSHRB d -0.02 -0.17 -0.36 -0.34 -0.56 - 0.67
D -002 -0.14 -0.27 -0.25 -0.37 -0.47
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Comparison on Effect of Molecular Markers of Litter Size of Sow and
Study on Interaction Among Genes

ZHANG Shurjun', XIONG Yuan-zhu', ZENG Farrtong®, QIU Xiang pin®, DENG Chang-yan',
GONG Yarrzhang', XIAO Serrmu?, XIA Yu?, ZHANG Jirrlong', LIU Xiao- hua?
(1. College of Animal Science and Veterinary Medicine, Huazhong Agricultural University, Wuhan 430070;
2. Wuhan Institute of Animal and Veterinary Science, Wuhan 430065;
3. College of Animal Science and Technology, Sichuan Agricultural University, Yaan 625014)

Abstract: Four molecular markers of litter size in the pig and its effect were compared, interaction among genes
were also analyzed. Advantageous and disadvantageous molecular markers of litter size in the pig were selected:
Advantageous genetic molecular markers which could increase litter size included the genotype BB on the loci of
ESR and FSHRB and the genotype AA on the loci of ESRB and PRLR; Disadvantageous genetic markers were
genotype AA on the loci of ESR and FSHRB, BB on the loci of PRLR and ESRB. There was no significant inter-
action among genes.

Key words: Effect on molecular markers; Interaction among genes; Litter size in pig



