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The polymorphism of mitochondrial DNA in Yunnan pigs
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Abstract ;

Eighteen restriction endonucleases,Apa 1 ,Ava I ,BamH I ,Bcl I ,Bgl I ,Bgl 1 ,Cla
I ,Dra I ,EcoR I ,EcoR V,Kpn I ,Pst I ,Pvu I,Sal I ,Sca I,Sma I,Stu I ,Xho I
were used to investigate the mitochondrial DNA polymorphism of Yunnan pigs. Among the
18 animals analyzed,only one haplotype was detected. The results indicate that the genetic
diversity based on restriction endonuclease cleavage patterns within Yunnan pigs is remark-
ably scarce. The Yunnan pigs may have originated from a late common ancester,and were
likely impacted by the founder effect.
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