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Table P of 32k protein encoding genes from
three strains of T. sergenti
s . f¥ Ratio
Type WK FTE S Tk Wikt
Australis strain Japan 1 Japan 2
1 22/29°(T6%) 0 12/29¢41%)
] 0 21/26(81%) 2/200(8%)
k] T/20(245) 0 3/29(10%)
JtE Others ] 5/26(19%) 12/29(41%)
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* Clones for analysis

AR =ZFA TR H L ML, Genes cloned can not be cut with resiriction

endonucleases
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ANALYSIS OF THE GENES ENCODING 32K SURFACE
PROTEINS OF T. SERGENTI FROM AUSTRALIA AND
JAPAN BY RESTRICTION ENDONUCLEASES
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Abstract

The genes about 900 bp encoding 32K surface protein of T. sergenti were amplified
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by PCR from Australia and two places in Japan, and annealed with pBR322, the
recombinant DNA plasmids were cloned into E. coli. JM109, 20~30 positive clones were
screened by Tet"/Amp® phenotypes and the genes from each clone amplified from the
plasmid DNA were digested with Hind II, Bgl I and Kpn I Three patterns were
divided based on restriction endonuclease sites, and the major pattern was diffirent
from Australia and two places in Japan.

Key words T. sergenti, PCR, Gene clone, Restriction endonuclease analysis
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