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Table 1 DNA Microarray primer sequence
9 51 Phage {7 ¥ Location S147% Primer sequence h B Product/ bp
5-CTT GAC ACC TCA TAC TGT AT-3
NDV 1 000~ 1 621 , - , 622
5-CCC AAG CCA TAA TAA GGT CTT-3
5-CTG GTG CAC TTG CCA GTT G-3
ALV 310~ 769 , , 460
5-GAT CAA GAA TCC ACA ATA TG3
5-CAT AACTAA CAT AAG GGC AA-3
IBV 1053~ 1654 , ) ; 602
5-TGG TCC TCT TCA AGG TG-3
5-ACG ATG ACT CCG ACT TTC-3
ILT 109~ 751 , 643
5-CGT TGG AGG TAG GTG GTA-3
5-GGA TCC CAT CTC GAC CAG GAG AAAA-J
MG 162 079~ 162 810 , 732
5-CTT TCA ATC AGT GAG TAA CTG ATGA-3
5-CCA AAG GAG ATT GCG AGA CAT-3
GLOB. 122~ 569 448

5-ACC AGC GGC CAT CTA CAC TTG-3
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Fig. 1 Design of DNA microarray for poultry
respiratory tract diseases
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Fig. 3 Sensitivity detection of DNA microarray
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Table 2 The repetitive detection result of DNA microarray

FiYE 4/ %
123 45 6 7 8 910

Positive rate

NDV + + + + + + + + + + 100
AIV. + + + + + + + + + + 100
IBV + + + + + + - + + + 90
ILT + + + - + + + + + + 90
MG + + + + + + + + + + 100

“ T HORRME: < - " R Btk

“+ Trepresent positive;“ - "represent negative
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Establishment of Diagnostic Assay for Poultry Respiratory
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Abstract: A microarray technique was developed by preparing highly conserved DNA fragments for five
poultry respiratory tract diseases ( Newcastle disease virus, avian influenza, infectious bronchitis virus, in-
fectious laryngotracheitis virus, Mycoplasma gallisepticum) using molecular cloning methods and the DN A
fragments were spotted onto NC filter to form microarrays. RNA extracted from samples was reverse tran-
scripted, then followed by PCR amplification and labling with biotin-11-dUTP. T he labeled DN A and pre-
pared DN A microarray were subjected to specific hybridization, the hybridization results were scanned and
analyzed with a scanner. The results showed that the microarray technique could identify and distinguish
the five poultry respiratory tract diseases. The method is rapid, sensitive and specific, and can screen or
quarantine a large number ample samples within a very short time.
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