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Abstract: Infectious bursal disease(IBD) is an acute, highly contagious and immunosuppressive dis-
ease caused by Infectious bursal disease virus (IBDV) which mainly infects chicks or young turkeys.
At present, the IBD was tightly checked due to the application of the state of art, advanced molecular
biological techniques in this field. But the immunosuppression initiated by IBDV leads the viral hosts
to become increasing susceptible to other pathogens, and reduces the growth rate of the survived infec-
ted animals, which is still be pinpointed by many expert in veterinary sciences. In this article, the up-
to-dated situation in understanding of the IBDV’ s genome structure, proteins and the molecular basis
of IBDV’ s pathogenesis are briefly reviewed.
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