P@LFER F2446 FH 12 2008 4 12 H

http://www.casb.org.cn

u63-

REIREH B RIFEURARERE

ES: Yol Ed
G A AN ARF BV 5 B AR WS 0T, UM 310021

H EHGEARAL AN RN BERRESNZ — CHRRBERARIETHRKE LD ERZAFT
B"AEBEEFHSIK, WP LATHSREIEI AN EFRLEFTREBEREIMAIEG AN FIH T L4
SFRL,AAFTAYREFAHZERFOAAGE, AXINHSGEBSRRE BESHREMR EEH
EOME ABEMAERGEEREEIEFRF T OANBT LS RS REREARTIEE,

KEWR . HH R, RERR; ST A A

RESES.S566.5 XHEAARIAE A

Progress of Genetic Improvement in Sweet Sorghum (Sorghum bicolor L. Moench)
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Abstract: Sweet sorghum (Sorghum bicolor L. Moench) is considered one of most potentially valuable sources
for biofuel production. Total biomass and sugar content of stem extracts determine the energy conversion effi—
ciency in sweet sorghum. The effective approach to develop elite sweet sorghum with superior biomass and
high sugar content is to understand the molecular mechanism and identify the molecular markers that geneti—
cally associated with the traits and the genes. Main research progress achievements of genetic improvement
in sweet sorghum are highlighted, including of the investigation of stem sugar accumulation, assessment of
genetic diversity, construction of genetic maps and identification of QTLs for sugar-related traits in this brief
review.
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