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ABSTRACT: Objective To explore the expression profile of microRNAs during the course of embryonic
stem cells differentiation towards hepatocytes induced by sodium butyrate. Methods Total RNA was extracted
from embryonic stem cells on day 0, 6, and 9 during cell differentiation, and microRNA was isolated from the
total RNA. Microarray analysis of microRNA expression was performed to detect the different expression levels
of microRNA among the indicated time points (day 0, 6, and 9). Results Compared with the microRNA ex-
pression level on day O of cell differentiation, 17 different microRNAs exhibited higher expressions both on day

6 and day 9. Twenty-two and 27 microRNA demonstrated lower expressions on day 6 and day 9, respectively.
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Further analysis revealed that 15 microRNA among the above microRNAs with significant differential expression

may keep close interation with histone deacetylase. Conclusion

During the course of embryonic stem cells

differentiation towards hepatocytes induced by sodium butyrate, histone deacetylase and its relevant microRNAs

may play important roles in cell differentiation.

Key words: embryonic stem cell; hepatocyte; differentiation; microRNA; sodium butyrate
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Fig1 microRNAs that exhibited higher expression during the course of embryonic stem cells differentiation towards hepatocytes induced by
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d0, d6, d9 represent the microRNA expression level at day 0, 6, and 9 during the course of cell differentiation, respectively
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Fig 2 microRNAs that exhibited lower expression during the course of embryonic stem cells differentiation towards hepatocytes induced by

sodium butyrate
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Table 1 microRNAs that exhibited significant changes during embryonic stem cell differentiation

towards hepatocytes and their possible target genes

A AEEL Fold change T .
#/N RNA microRNA & MIEN (AE AL OB )

d6/d0 d9/d0 Target genes ( histone deacetylase)
miR-10a 16. 7529 52.3677 HDAC8
miR-10b 27.7220 82.7559 HDAC4, HDACS
miR-126 21.0120 7.1217 HDAC6, HDAC4
miR-369-5p 6. 3064 15.9630 HDAC10
let-7f 6. 8756 0. 0000 HDAC2
miR-365 25.6303 0. 0000 HDAC9, HDAC4
miR-350 4.7860 11.1038 HDAC8, HDAC2, HDAC1
miR-526b * 0. 0852 0.0443 HDAC10
miR-374 0. 1065 0. 0560 HDAC2
miR-141 0. 1667 0. 0958 HDAC2
miR-518f 0. 0884 0. 0934 HDAC6
miR-520a 0.0591 0.0593 HDAC10
miR-210 0.5349 0.1710 HDAC2
miR-523 0. 2407 0. 1950 HDAC8
miR-150 0. 1872 0.0613 HDAC6, HDACI11
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