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Genetic Variation Analysis by RAPD of Beer Barley in China
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Abstract: The genectic relationships among 38 genotypes of beer barley from China were investi-
gated by RAPD. The results showed that 28 arbitrary primers produced 153 distinctive bands in
total and 91 of them were found to be polymorphic, which accounted for 59. 4%. Each primer
could amplify 1 to 8 polymorphic bands with an average of 3.3 bands. Cluster analysis showed
that 38 beer barley could be classified into 2 groups at the level of GD 0. 27, which were respec-
tively classified into 5 subgroups again. The GD varied from 0. 009 52 to 0. 378 46. Most beer bar-
ley had showed certain regular distribution in every subgroup. The results indicated that the ge-

netic basis of them was rather narrow.
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Table 1 The number and names of the beer barley

o L s
Neo. variety No. variety | No. variety
Al H#B3E Als  HT 86-166 AT WIE1E
Az HERE3W Als HM3 S Az HifE 2 5
A3 f9-84 Al6 95168 Azo WRHE4T
Al Hz Al HkFLE| Ao WRHESTH
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AT 16 Az0  #£ 30 | Az #wes
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A0 BEAHRE AZ3 AR TR0 Azs a5l 38
A1l 3 Bos0T AZL Hig A3T W OB0RD4T
Alz  IRBool | Az HiERRk2H | A RBEIS
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1.2 K&

AEZEE DNA PR SHhdeEHr 5~10 kL

B, B b e M ML S B RO IR 8 5L 8R
B 10 g, 2R 3CHk (6] A CTAB Hi%$RH DNA,

RAPD RE=4#ial MRI|ALME, 5
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431 EE IR 2 W, PCR &N 25 pL/
o, RV R R EE 20 ng AH MR DNA, &F/
dNTPs 150 pmol/L,2. 0 mmol/L MgCl,,1XBuffer
(10 mmol/L Tris-HCl(pH=8. 8,25T), 50 mmol/
L KCl1,0.08% Nonidet P407],1. 25U Taq g (2} &
PCR iZFIME A KEZEYERAF 0.5 pmol/
L BEHL5 % ,PCR 2 % 7E PTC-100 BIAuE B 15 FF 1L
(M3 % E M] Research 24 F)) Fi#t47. PCR LW 2
¥k 94 CHIAEYE 5 min; $RJG AT S 53 .94 CAE
30 5,37°CIBK 1 min, 72°CEEM 1 min,LIFF 40
W EET 72°CEM 10 min, L 12.5 pL § 7=
TEEMAL 2580 Lo BiNEEE R L1 5 Viem /Y
R K, EANEMAL R,

HIF4E RicFEHEOW CBEPHEE
PE—ANtk, Het i BEL 1,0 R oRAR M,
Z: W8 Nei #1 Li (977 851 5T A5 B I 18] () 382 1% 48 42

ABOR LI AU, AR AL R B GS=2N,;/(N;
+N) He N ERE M I B LN
+N; TREF R A A R BB <M, g
B GD=1—GS, i UPGMA (unweight pair
group method using arithmetic averages) A~ ML AE
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Table 2 The primers which produced polymorphic bands
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EEZence (5'—3" polymorphic bands S
55 TGCGCCCTTC 2 5
57 GGTGACGCAG 2 5
511 GTAGACCCGT 4 7
516 TTTGCCCGGA 5 7
524 AATCGGGCTG 5 )
528 GTGACGTAGG 2 4
331 CAATCGCCGT ] 11
533 CAGCACCCAC 2 5
537 GACCGCTTGT 2 3
538 CAAACGTCGG 1 3
S62 GTGAGGCGTC 2 L
5649 CTCACCGTCC 3 i
572 TGTCATCCCC 3 7
575 GACGGATCAG 4 5
586 GTGCCTAACC 1 G
5147 AGATGCAGCC 3 ]
5156 GGTGACTGTG 1 2
5216 GGTGAACGCT 3 5
8241 ACGGACGTCA 3 5
5249 CCACATCGGT 3 5
5257 ACCTGGGGAG 4 5
5282 CATCGCCGCA 4 9
S284  GGCTGCAATG 3 !
S486  GAGCGCCTTG 3 f
51036 AAGGCACGAG 2 4
51056 TCTGGACCGA 2 3
51423 CACTGGCCCA 5 7
51429 AGAGCGTACC 4 6
Total 91 153
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Fig. 2 Dendrogram generated by cluster analysis

for 38 beer barley varieties
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