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Data Integration and Update in Semantic Heterogeneous
Biological Data Sources

YANG Sen', XIA Yan', CAO Shun-liang®, DENG Xu-hin*, ZHU Yang-yong"?
(1. Shanghai (International) Database Research Center, Fudan University, Shanghai 200433;
2. Shanghai Center for Bioinformatics Technology, Shanghai 200235)

Abstract For the characters of distribution, heterogeneity and dynamic of biological data, a resolution of the service system for bioinformatics
technology is presented, and an approach of biological data integration based on Gene Ontology(GO) is proposed in order to realize biological
semantic integration. Semi-structured incremental updating method to standardize biological metadata with MDS5 algorithm to improve the updating
efficiency is designed, which resolves the data sharing and the efficiency of data management in biological data warehouse.
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