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Fig. 1. The system architecture of RiceDB.
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Table 1. IDs reference into rice bioinformatics databases and websites.
PR B B o 1k
1D Database Website
Affymetrix 44 F 3 5 Affymetrix probe set NetAffx http://www. affymetrix. com/analysis/index. affx
TIGR EHE{L S TIGR locus identifier TIGR (Osal) http://rice. tigr. org
KOME # H #5718 KOME accession number KOME http://cdna0l. dna. affrc. go. jp/cDNA/
PlantGDB # [H 7 5 PlantGDB locus identifier PlantGDB http://www. plantgdb, org
Interpro 45 ¥ DI RE I FR IR Interpro domain identifier Interpro http://www. ebi. ac. uk/interpro/
TAIR £ F IS TAIR locus identifier TAIR http://www. arabidopsis. org/
Gene Ontology #5i Gene Ontology identifier Gramene http://www. gramene. org/
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ELCOME to RiceDB!

he RiceDB is a non-profit annotalion tool used to provide comprehensive
annotation information for gene expression data from rice microarray
experimenis .

Overview

Features

he major features of our pages are the highly comprehensive rice
databases and the browser could provide you a widely covered annotation
information without the trouble o swilch among different searching webs

Contact Us

Related Links

Please enter the affyid
(8):0s.7989.1.51_at

BarleyBase

Please choose the
databases you need:
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NetAffx Annotation
Annotation

Kome Annotation
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1.microarray data upload

2.Target/examplar retrieval

3.Rice Annotation Kevword Search

4.SeqBlast
5.RiceGO
6.RicekKO

T.chomosome distribution

8.Rice microRHA requlated

9.domain organization

10.Upstream sequence

11.Rice paralog family

12.KEGG Arabidopsis Pathwav to
Rice 57K Affvinetrix Probe Set
13.KEGG Arabidopsis Pathway
14.KEGG Rice Pathway
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