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The Study on the Expression Level of SYCP3 mRNA in Yak and Cattle-yak Testis
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Abstract: The expression level of SYCP3 in yak and cattle-yak was studied by RT-PCR and real-
time quantitative PCR in this paper. The results showed that SYCP3 was specifc expressed in yak
testis, and the difference of expression level between yak and cattle-yak was extremely remarka-
ble (P<C0.01). The tissue sections of testis and epididymis showed that there wasn’t secondary
spermatocytes or spermatids in cattle-yak testis, and sperm could’t be observed in the epididy-
mis. However, there were all levels of spermatogenic cells in yak testis, and sperms grew well in

epididymis which was the same represent as man and mice lack or low express with SYCP3. SY-

CP3 gene was likely to have a relationship with male infertility of cattle-yak.
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100% :GAPDH S X ¥ 3 R B/ ¥ 9 5 51 ¥ it
PR s 5E 24 R, 2 B PCR ¥ 38 BEOM4E 4 4
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100

M. DNA 43 F #7128 (100 bp ladder) ;1. 4 2= SYCP3 343 K Bt 4. 2k GAPDH JEH
P18 R Bt;2.3. ¥E4 SYCP3 JEHE Y 3% v Brs5.6. ¥4 GAPDH SR Y1 ) B

M. DNA molecular weight marker (100 bp ladder);1, 4. Fragments amplified of SYCP3 and
GAPDH respectively in cattle-yak ;2, 3 and 5,6. Fragments amplified of SYCP3 and GAP-

DH respectively in yak

1 44 W4 SYCP3 #1 GAPDH £ E i) RT-PCR H ik &
Fig. 1 RT-PCR of SYCP3 and GAPDH mRNA of yak and cattle-yak testis
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1. DNA ;T B4Rk (100 bp ladder) s2. FIEM;3. A 4. 2IL;5. ME;6. AIMEM:7. 8. IT

M5 9. WA ;10 BFAE; 1L, FAE;12. Bl

1-12. DNA marker (100 bp ladder), hypothalamus, hypophysis, testis, epididymis, accessory genital

glands, heart, liver, spleen, kidney, lung, chest muscle
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Fig. 2 The expression profile of SYCP3 in yak
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A and D, B and E, C and F represent the amplification, standard and melting curves of the SYCP3, GAPDH genes,

respectively
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Fig. 3 The amplification, standard and melting curves of SYCP3 and GAPDH genes
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expression level between yak and cattle-yak is ex-
tremely remarkable (P<Z0.01)
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Fig. 4 Developmental changes of SYCP3 mRNA ex-
pression in yak and cattle-yak’s testis
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A. The tissue sections of cattle-yak testis (HE X 13),
B. The tissue sections of cattle-yak epididymis (HE X
6.5). C. The tissue sections of yak testis(HE X 6. 5).
D. The tissue sections of yak epididymis (HEX13)

5 4IRS EAMENALTA

Fig.5 The observation of the testis and epididymis in
yak and cattle-yak by light microscope
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