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Abstract That advances in gene transfer technology
have led to the investigation of molecular strategies
for replacement of normal insulin delivery function.
Substantial progress has been made in engineering
glucos responsive B-cell lines and nomB-cell lines. In
vivo transfer the insulin gene to animals can improved
control of the diabetes. New therapeutic approaches
to diabetes which are based on gene technology and
implications for future are summarized.

Key words gene therapy, insulin, diabetes mellitus
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BAC-FISH is a new technique which is

It can detect signal more

efficiently than FISH. Some important genes have

been mapped onto plant chromosome.

BACG-FISH

will play a very important role in plant chromosome

research in the future.

Key words

BAC-FISH, plant genome, in situ

hybridization, Cot-1 DNA





