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Abstract:

[ Objective] The study forecasted the possibility of heterosis by the molecular marker of RAPD. [Method] The

genetic distances of 6 parental lines of pigs was detected with RAPD, and scientists calculated the association between heterosis

percentages of 10 economic traits and genetic distances among populations of parental lines. [Result] Results showed that genetic

distances were positively correlated with the heterosis percentages of the average daily gain, ratio of feed to lean meat, dressing

percentage and average back-fat thickness. It negatively correlated with that of the lean percentage, ratio of lean meat to fat, lion eye

area and skin percentage. Moreover, the correlation between genetic distance and the ratio of feed to meat, and between genetic

distance and the lion eye area were significant (P<0.05). [ Conclusion] The correlation between genetic distance and heterosis

percentage varied with different traits.
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RIGREDNFERIR 20 pl, B SEARERIR S T8
Hr, IR 6 NSEATEAR DNA, B T-20°CUKF+
TRAT o
1.2 BEH1E% 75 DNA (RAPD) #8371

YA 228 NG RN 6 A SEAREAL DNA
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DNA 100 ng, 10Xbuffer 2.5 ul, dNTP 2.4 mmol-L",
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2 U (Operon A®]) o H 9600PCR System (Verl.05)
Py, RNVAETA: 94°CHIAYE 4 min, AR5
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TEPTR 1) 228 D514 347 187 METR A DNA
FRT I H BT I T SLr AT 42 AN B i 5 R
NIRES, HRTIBFAETARRENZE. WY
FEAEZ MG R IEIE L 36 K2 AMFEE BT
TEWT EATE VLG, b 22 S5 YAEAH R
FIASFIMES R P2 T 2858 1 WX 36 45103 14
e 36 55 1WITE 6 DSEATEAR T 1 S5 E0h
494 4, “PYIRABIY 1372 4, ZELWEChY 247
%, “PIEETIY) 6.86 %, ZEMIHEN 0.5, HAG
VIBRAF ST AL 5~20 0|, 4537 K/AMAET 100~
2500 bp A&E. B 1 &5 S12 3G 5 I HLIk &5 R

1 2 3 4 5.6 M

1~6 JKIE A EHE (RO KA (8D KEM (). KA (8.
Mg (2O, #1L%E (8): M4 Marker DL 2 000

1-6: landrace (%), landrace (&), large white (Q), large white (J), meishan
(?), meishan (3); M: marker DL 2 000

1 S12 4 1 ik E
Fig. 1 RAPD amplification with primer S12
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SR AT AR B] i SOMBL AR 2093 70l A 0.7792 0.7681
0.8561 1 0.8482, AHMNIRIEALEEES 43720 0.2208
0.2319. 0.1439 F10.1518.
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Table 1 Bands amplified with 36 primers
514 ZSiie e 20314 LKA S IRAREAR T 53 A7
Primer No. of No. of Distribution of polymorphic bands in parental populations
bands polymorphic INER ANERS PNER NERS Hglr 8 HgLl ¢
bands Landrace & Landrace % Large white & Large white ¢ Meishan & Meishan ¢
S12 12 7 1 1 1 2 3 5
S17 17 10 3 3 4 4 6 6
S22 17 1 0 2 0 3 4
S25 10 1 2 1 1 1 2
S28 11 6 6 2 2 0 0
S29 10 3 1 0 0 0 3 3
S37 17 10 4 4 4 4 5 5
S38 12 6 2 2 3 3 4 4
S53 12 6 1 1 3 2 4 4
S55 14 5 2 2 3 3 3 3
S62 16 8 2 1 2 3 7 7
S64 17 6 2 2 4 4 4 4
S65 13 6 5 5 3 3 1 3
S66 20 12 5 6 6 7 10 9
S75 16 9 3 3 6 6 4 4
S85 13 7 6 6 6 6 1 1
S90 13 5 4 4 4 3 1 1
S93 15 5 2 2 1 1 4 4
S97 10 5 2 2 3 3 3 3
S100 12 5 1 1 1 1 4 5
Cl11 13 6 4 4 1 5 1 3
G10 10 4 3 2 1 1 2 2
G18 14 6 1 1 4 2 6 4
HO04 13 7 3 1 5 4 5 4
HO09 10 6 2 3 2 2 2 2
H13 18 9 5 5 4 4 5 5
El4 16 6 6 5 3 2 2 2
E20 13 7 2 2 7 6 4 4
105 14 9 1 1 6 5 3 3
109 8 5 5 3 5 4 2 1
114 17 11 6 6 4 4 4 4
JO6 11 5 2 3 3 2 3 4
J18 20 12 4 4 7 7 5 5
L02 19 9 6 4 5 4 3 3
L09 5 3 2 2 3 3 1 1
L20 16 8 2 3 2 1 3 5
Total 494 247 108 102 121 114 122 129
%2 BFRAEBHFIRIARANREES
Table 2 Similar coefficients and genetic distances between parental lines
RYEISE i
TN No. of total bands from parents REEILAHEL (Nab) H SURBL R 2L T AT B
Crossbreed A (Na) £ (Nb) No. of mutual bands from parents(Nab)  Similar coefficient Genetic distance
Father (Na) Mother (Nb)
Mg K Meishan x Large white 407 399 314 0.7792 0.2208
KH§ Large white x Meishan 405 410 313 0.7681 0.2319
KK Landrace x Large white 393 399 339 0.8561 0.1439
K Large white x Landrace 405 392 338 0.8482 0.1518
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R SAS Geit /b2 CORR WfE, THE 4
ANTAT L A SR AR ) o A B 2 5 S8 B R 2 AL
PR Z AR RE, S5RH T 3. HE 3 nfisg
ARAEALIEES S 10 NEBFHRR AP AR IR
B4R HEAE 0.2928~0.9737 2 Ii] A H S IEA S (H

W, ORIE. BEER, FHWIEE . AR
K CEWHR. WIRH. IR, K% o JF Hitfk
P R L L ANHR JUL T R D 2R AR O SR M0k 3 ol 2
PR (P<<0.05) , ML WIRRSEIERIL AR
AR SR R EOWAER /Do G9R TR SR AR A A R g Ly
ZRAH DRI L BEBE A [ PR T S o
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Table 3 Heferosis percentage of 10 traits and their correlation coefficients with genetic distances

FE FIELL JES S)=ES LS JEAER AIllGLE HRWUIAL  PATeasE B
ADG RFM cY IFP FP RLF LEA ABT SP
fiER MLW 15.59 -5.49 0.14 0.16 5.42 -35.60 -4.31 9.99 -6.85
KifF LWM 12.15 -4.04 0.64 13.67 3032 -40.21 -1.60 18.39 -12.85
KK LLwW 1139 -9.37 -0.32 7.92 24.73 -26.52 11.07 6.53 -9.15
KK LWL 7.01 -7.91 031 -1.52 -4.61 10.26 11.83 3.70 -3.65
r 0.6834 0.9714" 0.6623 0.3404 -0.4742 0.2921 -0.7069 -0.9675" 0.8573 -0.5321

“x7 0 RORM KR (P<0.05)

“#”: Indicating significant difference (P<0.05), MLW: Hybrids of Meishan ( 4 ) and Large white(?), LWM: Hybrids of Large white (8 ) and Meishan (%), LLW:
Hybrids of Landrace (4 ) and Large white( ), LWL: Hybrids of Large white (4 ) and Landrace (%), ADG: Average daily gain (kg:d), REM: Ratio of feedstuff to meat,
CY: dressing percentage (%), IFP: Interiorfat percentage (%), LMP: Lean meat percentage (%), FP: Fat percentage, RLF: Ratio of lean meat to fat, LEA :Lion eye

area(cm?), ABT: Average backfat thickness(mm), SP: Skin percentage (%)
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