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Study on G/ A Polymorphisms in Intron 27 of Fibrillin—1 Gene
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Abstract The G/ A polymorphisms in intron 27 of fibrillin—1 gene in 101 Chinese Hans who were
studying and working in University of Tsukuba, Japan were analyzed with PCR—ASQO method. The fre-
quencies of 4 and G alleles, were 0.5396 and 0.4604 respectively. In a population sample reported by
Tynan the frequency of 4 allele was 0.1675 while that of G allele was 0. 8325. The distribution of G/ A

polymorphism was significantly different between the two population sample (P < 0. 01), suggesting dif-

ferent genetic backgrounds.

Key words FBNI gene, G/ A polymorphism, PCR, ASO

Marfan ZF & ER— MW ROME. B8 IRNEHELRE FHOEROKBHEBER 2,
B TETE AP0 B R 2450 1/10 000—1/ 25000, il 15—30% B zeas 12
RERH, 15 SRAAKRERAGEERED -1 BEFBNDRL FH Marfan 41 ©4° . &
3, Pereira % N Xt FBN1 ZEE T HE4H DNA (FFIIE, ERZEFESE 110kb, & 654
ShBF Y. BEFERE mRNA K24 10kb, HPY R REENS TRN 350kD 741
4 M1k, % Marfan SF8IER AR, BRI FBN1 ERRAM/NMRE L L 50 Ly 51410
BENKARE FBN1 ERREEFASAME. XEEFET ¥ HMIX FBN1 BE R A N8,



49 Btk % TEUEABEREAEES-1 ZEEEFBNDB 2TAE T G/ A £5H 13

Hewett % AN 2B, # FBN1 EFHE 27 W& FIK IRIELSE 28 0B F S M HELANNSHE
G/AZEHRY . EHEEIARBEAFEMESR TSN, MEZEH 101 A ENRE%
ARAET FBN1 ER G/ A Z5ERN, UBMBYPEARNEXBE, BR FBNI EZRAS
F G/ A EAHMERE Marfan LZEMERN AR EBIFR LA T 8EN A,

18 B M %

1.1 ¥

mEEARE HARERZSEBREOPEEEAR, 1014, HFBHE 88, L 43
%, YR, FHE18—66 %, XEPEN 10ENMET. BRE. REAREEYL
Marfan &8 EEE .
1.2 A&
1.2.1 REFEHRY(PCR)

e EHLASN A M 5 40 3 DNA j54E PCR ¥73#%, BS540 UF-348 fl UF-424,
HEHBRFFIN

UF348; 5'-GGCACACTGATACTTCCCT-3

UF424: -GACGAAGGCTATGAAAGTG-3

PCR R AN 94C 60 #b. 56T60 #p. 72C90 #b, 335 MR, £ PCR KEJG, BF)
My R BB R 1kb,
1.2.2 U ERFREREHRASO)ZZ

PCR R ERE, B Sul LA ENMEHEHBE B REK LERAR, HRAXBHNA
B4 M. 6xSSC, 5x Denhart, 1%SDS, 100ug / ml #AFE L. KB BEMASR 3ml TR
MEELEH O, Q2CHRE 1 /NREERIAM TR RER, EAFHEAZER 2ml, WAZK
AR ASO REHEZRAT, ASO HEFHIFFIR 9 .

5-GATGTCTGTCGGGAAAATA-Y (G LB E R & )

S~TATTTTCCCAACAGACATC-¥(4 &M EE B Wi%)

FEEMBER 45T, AKBBRPAE. LIEHRGH 6 xSSC, 0.1%SDS Rk E. veBM
Ak Hy: 45T 10 40%h. 50T 5 404%p. 55T 10 4344,

HXJEREIRT, BB BRET0T ), X Ak BaLRER.

24 R 5 i #

AR 101 B, 25 BIRE A SMBEREX HRFHBMERT A, 17815 ¢ SRR
REXEFRHERBMRT S, 59 FlE - HHE R B MR SN, ATTHERETFHEN 0.5842,
G HNERFTHN 0.4604, 4 HAEFEFAN 0.5396, # Tynan B 5, HEARRK
37382 RMSLMR R, FTEMBEARSBR 6 BILISNYS G %%, S8 HS A . HP6HRE
AR, HHHEE, L6 FHER 02723, A ZMNEFRFER 01675, GEMEFRFEY
0.8325. {H Tynan WH MR BHZARMNAR. REREPOEEEEAN. XEHEA, 25
HWE A, BIEA. JLERA. FEHEA. BAZ, HERNHPARBOEARBA,
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F1 PEHIUKABS Tynan REMW AR FBNI B G/ 4 EHUERBF RN ERHR

X E B W * i BFH M %
A B OB
AA G4 GG A G
o E IR A B 0.2475 0.5842 0.1683 0.5396 0.4604
Tynan REM AR 0.0314 0.2723 0.6963 0.1675 0.8325

P ENEABM Tynan REMABRIIEG/ A BREBFRMERNBREN B EHLE, &
REW PEH/NE 001, XA-EREFEFBENESR,

EAER, HARE, HHRARKE%E, % Marfan SEEHRENTRTLER, BEESFK
FRFRELRESTERER, 3R FBN1 EEMNTIRBBEA, B, S¥iZEEK DNA
FHWEIELWTER, FH7E Marfan LZEMERE PRI B FBN1 ZEFHRAM/MREE 50 £
Fr. XEZEREY, FBN1 BEEMELTRERFH Marfan FSEMNEERE. H FBN1 EH
BA, KiXk 110kb, H 65 MIBF, AMIEEBBIZIANREZRNERBFREAER, XBPR
WRER T IEAE Marfan L2 EMAERAT S SR AWM Rk — SR E. BiF, EINBESEE
KTHE FBN1 ERAF TFRIA-ZRFNEAMFEEHMASA, FEH mis—1 ((CA)n). mts—2
((CA)n)., mts—3 ((TAAAA)n). mts—4 ((CA). EISHMFH 1. 5. 28, 43 A& FH,
XEEEBEA SRS FEMER, b Marfan SSEERRNESON, H A XL E PI/E
IR AN ERETHEN TR @,

H5h, $8 Tynan FAMRE ', FANIERE 2T HET G/ AZHBAUETERAE A SR8
HEA kg, —8OARNE 342 BRTFREERHN CERE G, NMFBE 1 148 i EEME
EFXNHBERTANER. G/ 4 ZEEALABEX Marfan 4B BA —EHMHE.

HESMEK, BRAXTENIELSESE, BN EKSE Marfan G4 ELS FRBIEFHRE I E
MiRE. AXEH, FEABE FBN1 BEENE 2T NE T G/ 4 ZAHS Tynan REMNEME
ERBENER. §F, RIOITIERXH G/ A ZHHN A TRE Marfan F4EMRWIARKE
FHEFR.
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