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DNA {589 E#H 58MEERRABEHEXSH®

RER REH FWF THRE FHRE IXHE MEF
(FEARLKEEDER, LR 100094) HRTRA AT, 3 102209)

M E PAEERNANBREPIAETRENHEESRESF A40& BAF RMAZERHEBF 125 HF,
RAME. MAR/DIE DNA 33.6 fiRér st i 125 R4 DNA $#8804047, RAHPAREELE
WEEERRAX SHRRBMASHERY. XHFEHDOD62 M DM EMBMESEENHXRY
435 35-0.80 F1—0.81.
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Genetic Correlation Analysis Btween DNA Fingerprint
Bands and Egg Weight Trait of Chickens

HUANG Haigen MENG Anming QI Shunzhang
{College of Biology, China Agricultural University, Beijing 100094)

GONG Guifen LI Junying WANG Hongwei QIOU Baogin
(Beijing Poultry Breeding Co., Beijing 102209)

Abstract Beijing White Chickens laying larger eggs and those laying smaller eggs were used as parental in-
dividuals for mating to produce the F, progeny and then the F, progeny individuals were mated to pro-
duce 125 individuals of the F, progeny. Two bands associated with the egg weight trait were identified by
DNA fingerprints of the 125 individuals generated with human minisatellite probe 33.6. The simple linear
correlation analysis showed that the coefficients of correlation between frequencies of the two bands (D6.2
and D6.3 ) and egg weights are —0.80 and —0.81.
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EEREMLRD, REETRERAXFETHELY, ER21FNE. B2, SAXZHHEBUHREREEEA
FTEYPABTH. BETFICHRPABERAI TR EYEEN —MEETR. TUEMEKZENERBTR
W, MEEFRELAN. O, RFLPs & DNA $54E%. DNA #EQUEHAE 1985 EMtE Uk Y, BTFEMN
ETRHUE. FEEKX, —AHLURHERTRIFIZEEAT 10~30 ZMRCOANBREESR, BRBRATES
BRKBMEARICHE. BIM. Georges % (1990) P fA 5 4 DNA #8UF 4t X L A)AF Blue Cattle &R R4S, £
st FED =4 i) DNA 54 E Pl — £ A 54 MU BB X EEBAEX. Plotsky % (1993)Y Ast 336
RIS #E4T T SR RIBIR KK DNA 88T, RIHPH — F45 RUERKEH(S6.6)5 IR E BE R Ml
¥, —fiky, B 36 ARESREREREEA Y . AFTKEET N RREGIHIT DNA HEL5HF, RE
EERFLEWS 36 ABEFEMAEY, AT —SHHEX LM MFTREE G EEMMEXERITHEM,. #n

OFA-yp:t 28 30:¢:]:0p> 228



14 #®  f& HEREDITAS (Beijing) 1998 20 %

X - HRAFHHE
L# ¥ M F &

1.1 TP

FELWAAR 125 R F, KM FEF LRI T AN, EFFAE I B, Ko 4 RATEERMTEHTY
BERK H4ANFHBER/ FHEGH 19 1, Y 9 RBUHNPFHEERLA, B 10 RN TPHEER/D. A
BERRWFELALNE DESEERPMIELEEE10 ARAZRER/ EFRABE DSEERRMNESFBO
RS BIFEYIZEIRSE F . BILERE F R MRS EMIEBERTGET AR F, A8k,

1.2 LBFANGFEIT A *

MG E MR R 4 DNA P, RIG#T Heelll B840, #3k & Southern #% . RAMHLE M HIFIE
AR 33.6 84 O ARICHET MM L TEBE Y 2.0 X 10°cpm / pg. HBEETE 60C THZR 1.5 /PB, 2238 14 /)
Bf, #7E 0.5mol/ L B # £h 28 ¥ (pH7.2). Im mol/ L EDTA (pH8.0). 7% SDS s 817, H4F W E X 2.75 %
105cpm / ml. ¥EHEZE 60CKHBFH 2xSSC, 0.1% SDS YEFH K& 20 43F,

REEE SN RHEZR 125 ASHR 124, §4 10 11 ~PMEK DNA ERERIES. HIALEA DNA
G (Bug), DNA T2/ A4 33.6 #17 Southern 2 LI#K7E 12 MEA DNA B &A1) DNA 184, BAF
REFHHRAE LT 2AARETLOER. # 125 ASNEEER/DIKIAFHT], 25 MEAT DNA B4
S8, URESHPREFL DI M EAETZESTEGENEH.

MEHAMNFIRESRFRTEZAPHANMRETHAXM, THEHBAXRHKC= ;%’;Sy),

HFETEEERE. NP, SSxB xZTREEWLIARINBHERL T, SSY Ry TREER)NEYHETFH,
SPxy R R HEFHH,

24 ® 5 i i

2.1 ;B DNA H&f) DNA 89

Mgk 125 RABH 12 ARG DNA H &8 DNA #8808, T R+ D6.2 1 D6.3 AHES AT EHMA A%
S, BB E A EE BN, X RAFHFRERER, UEFERRNETFTAELS ERREXHRAF(RR), &
HHERX WFEHFRAE LTRSS EEERMAX.
2.2 3§4-&H) DNA {590 E

MiEf DNA H 8 DNA S EFRRESHRERFEFRESRERAX, EAPRE M EHETZEY
LRGN EETT DNA 8L A BERE. AT ETRES S MEWHEMXES, BKEHE 125 ARERE
BI/NERHEFIH AT DNA 1880507, B 1 BILF 25 H3BE) DNA #8408, X 25 AMEE NERAHIIRK SR
596 mE[ 623 %, HE 1AW, M&2. 3, 5. 8 10. 11. 12, 14, 16, 19§22 5 D62 &%, & 1. 2. 3.
5. 10. 18 #1197 D6.3 &£, K HE MAUEHA.

23 BHMESEHEENHEXTH

# 1B THHES AR D62 D63 MAMREREEFYE. X THEESEHWHARRNESK
HITEAKRBMRST, SREY, B#H D62 D63 BMPARSFEHEENBERESHI5-0.80 71—081, 2
MEEEHRER\HERYREEP=0.005), AT RAERRNEERHES, EEHERSHEEE® D62
f1D6.3 EBEMMX,

FARE DNA B #17 DNA 84, SESERFEHNRIATESFEECRESANBHTILN
U, BN UBIAHRMBERAEER (WEE) FHXE. EARKGT (HRNES, HRANEX



3 HBE%: DNA f5E#H SN E EHREKBEEXMT 15

FH) FRERWEAMEPRSE, KRG ERFESH MRS K IR S5 £ R Z AR R,
B—FENUTERE, TEER T FRABXEHOMEAME. Plosky %(1990)” RAR S DNA #&F &, i#
17 DNA BB SR RSB AR S BT, BRAAHTH P61 FHESHEEREHSEESE MM
X(-0.93).

1234567 8910111213 141516171819202122232425 M kb

—21.2
D6.2—
D6.3— |
—5.1
—50
H1 WMER DNA 8008
1~25. BN EHmS, BEHY, M. IDNA/ EcoRI+Hindll.
#1 SABKHEHFEERERAEEE D6.2 71 D6.3 pi ¥
A 5 1 2 3 4 5 6 7 8 9 10 11 12
T~ % ¥ 11 11 11 10 10 10 10 10 10 10 11 11
THEE@Q) 513 | 547 | 564 | 580 | 601 | 608 | 622 | 63.2 | 644 | 655 | 67.4 | 721
S E 305 ] 072 048 | 054 | 029 | 025 | 035 | 032 030! 046 | 1.03| 221
HE#H D62 MK 7 6 9 6 5 5 3 4 2 3 3 3
A B (%) 636 | 545 | 818 | 60 50 50 30 40 20 30 273 27.3
FHEH D63 Mas| 8 7 6 7 ] 2 2 2 1 1 3 2
B IR (%) 72,7 | 63.6 | 545 70 50 20 20 20 10 10 273 18.2
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