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Abstract To investigate the distribution about genotype and allele frequencies of T102C polymorphism
in the 5—HT 2a receptor gene in Chinese Han population, the genotypes and alleles of 226 healthy person
were examined with Restriction Fragment Length Polymorphisms(RFLPs) technique. The genotype fre-
quencies are as follows: A1/ A2=0.5044, A1/ A1=0.2965, A2/ A2=0.1991, respectively, and the
allele frequencies are as follows: 41 =0.5487, A2=0.4513, respectively. The heterozygosity(H) is 0.5044,
the expected heterozygosity(h) is 0.4953, and the Polymorphism Information Content(PIC) is 0.3726. Our
findings suggest that the T102C polymorphism in 5~HT2a receptor gene may have suitable information
to be used for association study or forensic identification,
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MEEMHEI Ala, Val Bi). BIINRTRLBIH TI02C~60%. C516T<2%. Thr2SAsn<2%. His452Tyr
9%, Aladd7Val<l3% . B&M T102C. Thr25Asn R FE - BFHE — 24, BAEMCSI6THTE=
SNEF. BEH Aladd47Val, Hisd52Tyr RN FEZAET. HEP TI102C $EUNRERER, EHAERE
WX RN AHE.

FEHROIEE 5-HIM2a RS S5ZMEFHFRENE -, THZRBUNERNGER Y. HLg
XA, XBERFREBRUERGY TN EERSRARAN 5-HI2a 2ETEREWTEH X, M S-HT2a
FHRERENARERKB S-HT2a ZEEENEMHESUEFIREN. FHRANENVHERENRENEAMN
5~HT2a 248E T102C 2HMENERRR S HISEE—-I1$ T H.
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1.1 HExER

M EMETT AR PREVIHE 226 EERAXMEFBRA, TERRNEYAIFEVEA, HEHERK. 1H
MARZRHEEERREERRT, HLWE. BEHRRES, FH20~72%, THFEHIBIT1202, HPBEHE20
~72 %, PHER 4071121 %, Ll 20~69 %, FHER 3641117 H.

1.2 EEREN

FERARBER BEKESSHERFLP)E AR SEXH RIS REFHKD 2m], £ DNA, PCR ¥4, ¥i#EH
F¥1(342bp) A PIATES Mspl B4, BBUIF=M7E 1. 5% S (EB ) EBHEKMUUERBESARKN. F
DNAZ 102U EHERE T, W PCR F=YREHYIF, FHRMNEEMEEN 4/, & DNAE 102 i EHER
C. M PCR =¥ Ul W A~ 7 BE(216bp+126bp), FIARMBENEEN 42, HWFLEELFMERLN A]
B, HEZRMEERRN A1/ Al, SREREELEFGURERES R 4268, HEZTEERE A2/ 42, 4F
FREKIENERSNAL AL A2F, HTEAMEEEEN A1/ A2,

T=HEAFANSIMA: S-TCTGCTACAAGTTCTGGCTT-Y, 5'~-CTGCAGCTTTTTCTCTAGG G-3.
PCR B WM EE: 1ug DNA, 10 f589 PCR Zrhik 1,501, 200uM dNTPs, 5|4% 12pm, Tag DNA B &
2U, 8ulH,O, BRFEW 15ul, PCR R KM RAEWE MCHLE 3 o4, FHO4T 308, 62T 308, 72C
1 534) % 35 AMEIRS 72CEM 5 24p. B 104 PCR =476 37TCIERFAF A 10 U B9 A E0AE Mspl BT R. &
FE Bt 2 0B A AL RISk 2
1.3 ¥4t

BRI SER A X AT,

24 R

2.1 REREE A S—HT2a S4EE T102C SEMHERBRETERTESH

PEREEREAN S-HT2a ZEEE TI02C ZFELF I HEFEY, EMFEERNMMOKA: A1/ A2=
0.5044, A1/ A1=0.2965, A2/ A2=0.1991;, BHEMLEBEMER/IMKKA: 4/=05487, 42=04513 (& 1)
2.2 Hardy—Weinberg SE# M4 L 7

2/ wERE, FPENEEY AREE RN MRENHEEYE R, 4 Hardy-Weinberg T4 i 1)
(M2 1)
23 #AEWH). BEREEOWMESSEERCPIONITHE

B Nei'® AR EB: REHE H=05044, BBRAKF h=04953. HM h ZAFEEZEF(=0.00,
P>0.05).

HHE Botstein ¥ ARITHBE: £5{E5EE PIC=03726.
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£1 FEVEEEA S-HT20 SRR T102C SEMNERABENBEERE S

- HEEM T HREEE g -T53p H-W P &R %
Al/ Al Al / A2 A2/ A2 Al A2 ¥ & P
PEEA 67(0.2965) 114(0.5044) 45(0.1991) 0.5487 0.4513 0.04 >08
3t #®

BHSNEMEREERERYERTEY LNAKAER, EFARRRAXAMEREBES S-HT2a
SAEE TI02C ZABAXE S . BR S-HT2a SHEREEE 102 HE T. CHBHREFLFFRERR
EBHEANEERSEN, CXAFTTREXFHERNARRE, AL BT LLER#W S-HT2a ZEERPH
%, BERBIIEW S-HT e TR _REHHEIE. mRNA WREMS, NTTHRE 5-HT2a ZAR N EERFEK
F, CHEHUSRFEEFNEREREY,. TX/BUFEERE S-HT 2« 2HEEN X T AEE W2 LTI REER
FEAKFEWNANTK LMEECHESNTF. #ERF. IR FL), RE—A5 TI102C EHMSASEHNERLE. Fr
B, T102C 2EMEFRYRERRTIRAEENNE TR TI02C BSHENBEREEAR IR HTEFE
BREX

KPFFREREN: WEEE A S—HT2a SHEFE TI02C 2 HERBFRIRK A 41/ A2=05044,
Al / A1=0.2965, A2/ A2=0.1991; BFHSNEEMERKA: 41=05487, 42=04513. BFEEMWEERM
M E A4S Hardy—Weinberg FHEN, WM& RTF. #EHE H=05044. HEREE h=04953. Z25FEE
PIC=0.3726, R T102C 2EHEFEEREL, NERBPXBEFRE —ERIME.

HRIHEERKFIUEE S A 5-HT 20 SEEANEEHREAEAFARSASEFEEA T . KHEEE
ANCHERNBESMEEARSAELE, RHANEAS B A ANERER R % 005 F 457 5 EAL
(P>0.05), MERKMEANEESEREENERP<001), INEER A 41 SNEE. A1/ Al EEBTER
BERTE, MEFRKMAAN A22SMER. 42/ 2EZHABFARARSRYE. IMERHE-SBRATNEAFF
TI02C ZEEBRES. EERIXBEWER. REMN AR FTFETPE IS EEIXMMEE FE.
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