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Differential Expression of the Gene in Early Somatic Embryogenesis
of Lycium barbarum L. by modified mRNA Differential Display
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Abstract Embryogenic calli and early embryo can be obtained from both auxin and auxin—f{ree medium,
The analysis of differential gene expression in early somatic embryogenesis has been hindered by
above—mentioned material, The modifications of the recently described mRNA differential display meth-
od were reported and differential gene expression in early somatic embryogenesis was analyzed. We have
obtained three differential bands of cDNA in early somatic embryogenesis. The results indicate that gene
expression has temperal and spalil order in early somatic embryogenesis of Lycium barbarum L. Plant
somatic embryogenesis is the results of differential gene expression in cell.
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1.1 #58

TEMI (Lycium barbarumL.) FFREINHER, EMELREN MS SRR . BEEHNHF R
T, £ MS+02mg/ L2, 4-DEFELFESRSUTEGHALR, BiZAHERE MS+H0.2mg /L 2, 4-D £
FrEEHR A~S KEHAMS REEREHE L, SRSBEAGELTEMMLEREMMBE. A4 5IHRAL &
A, EHAHHESM BT TR,

1.2 A%

1.2.1 2 RNA By lg EAENZBHEERETPTE, BT 4mol/ L WEHREBRNBERT, 2BEX
BAETHES. ARAEIIES RNA, RNA TIEL 70% M 2B 1~2 &, WMIF, &5 RNA BRBES
E# DEPC &L HKH, FF-70CEMA. B RNANFBRAEEHTHEILEITEBH. & RNA BEEME
T8 3.3% FFEER 1.0% 5B R IE oL AR T 78 0. ’

1.2.2 ¢cDNA 488K SR LR =ZFEES AR RNA AR BEFAM cDNA B4, RNIKR
(20u]) 45 10ug & RNA, 254 mol/ L OligodT12GA, 25u mol/ L dNTPs, 4ul REEFZEE MK (5x),
M-MLV R385 300 801, RM&FMH37C, 1h, FREERIEEER BRGNS cDNA % — 8008 R,

1.2.3 ¢DNA K EZg) PCR V1% 10ul PCR R IR SR EHE: cDNA F RN 0.6ul, 3471, 3
2 (#% Opern A F M+ REZEBRMENSIY) & 02umol/L, 1ul 10X PCR K FEMIE, 200umol,/ L
dNTPs, 1 ME{If) Tag DNA BAR (££AF), RNIESYAEHAEHF, & PCR L (£E ATCI00Z
B) Ly, PS4 92CILs, 40C7s, 70C Imin, 40 BN RFE. 72CHF 4min.

1.2.4 cDNA ¥ # F B BB SRR IKSM T B PCR ¥ 1IB&%) 10, £ 1 8% MBISHER (& Y
EB) Lb&#. ik, HEikFMR TBE BB K. BE SOV, EHEBISTRTERATE L, EEIME A Lt
BT R,

24 R

2.1 5 RNA BJ$2ELS cDNA S#—#HE& K

EITRBEMEEBM-ER - SIS RNA, BRTHA, RNABRERBALESN / 7T RaetEit
(DW2000, £E) METH ODyy ODyyy Hl ODygy EREF AR E ODyy/ ODy ¥I7E 1.8~ 2.0, ODyy
ODyo 897 2.0 DLk, XREBATIERE RNA TEHFR. BRNPHREBRNBISE, FA ODy, NEBEHF LB
RNA F8. B—~FEK RNA EEH I3% PEN 1.0%EIEREGEA L #1T RNA ZstE ik, #R%H RNA &
HIEHE . S RNA A Boehringer Mannheim 22 8] #Y OligodTI12GA i M—MLV K # R EEUHT R #%, 53
TR B cDNA 5 —48, H T LER RNA (9% /. ERERMINA RNA BIHIH RNasin, FT138) cDNA
— TR B R, R DNA B—HHERTEEHR.
2.2 ¢DNA $£—$%/) PCR I I E R K BRRIIH1E

Pl OligodT12GA {E R E 3K mRNA B519, TR AR THARAMALR. EERMARMEELED
cDNA B —4%. REEI Opern AT W +RIEZF R VLS 3T #1T PCR 34, AT OPA. OPH, OPK,
OPB % 60 R-HEHLF 14, PCR U HMERETKMOMIS O BN = #EOFHIELHER (B, £
KREVHE, HREETESIEFEBERATELRRELN cDNA £4#, #34 (B2~4), X3 MEHEERHELE
HALMBIRADEY 1, MESRQHHAPFHITTHEFT LI, VL EREHFNENTI YT Alo
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(5'-AGCCAGCGAA-3) # HI1l ( 5~ CTTCCGCAGT-3"), KI0 ( 5~GTGCAACGTG-3) # K.9
(5—CACAGGCGGA-3"), K04 (5'-CCGCCCAAAC-3") 1 KI3 (5~-GGTTGTACAC-3"). ¥ TIERAZL%K
RURISRtE, HABRER 3 REWSN EATERAELREFH S RNA RRIERR, AR5 #T PCR ¥
. SERIANSIYX TS EEHHI, FUIES TR E RNA 5 DNA Bi55, SERTYEH &
TEERERIERG IR cDNA R85,
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B2 5 OPKIO 1 OPKI19 Bl4yxd i1
BRATBHNESR DNA FE

Y R OPKA4 T OPK B\ b s B4 B OPALEF OPHIL B 414
HRFTENER DNA FE HRWHEHNER DNAFR

KIS % B (i
3.1 FTAXEEARNESR

TWPRRITEMAE RNA EREEROBUR, WEEF CDHEXKRRHA Y, B RNA R4k mRNA £
BREOED B TREREA B, A Oligo(dT)EMLA) mRNA S48 Oligod DA B, RMMTEREA
HER BEREXRSHTHPHNMAS RNA ERER.

RATAT R A BT mRNA 3 5 %5580 7 5% £ 7 Sokolov % U1” ST B R AR b HEATH, HATH Bt A
BRINHEINHEE T AL ARTENRENER. S EERHT. EEMTF. WAELEME mRNA
AFLEHREEMNESRE. 5 Peng Liang'® # Strauss ' A BWERMUBEFTIEERA ()

DDRT-PCR #ARZLWHH AR, PR cDNA KB 100-600bp; &AM 77 £ A &Mt AT 3000bp 9
¢cDNA FE; (2) DDRT-PCR iR 6% M RFRANBBRER BRI, IHMHBEMARMUR, TEHREHBE



58 EHIR%E: A mRNA 25 BoRBEAR ST R M & £ RERK £ 5 RIE 19

g, EhEBRARK. BFE. SERFEMESE CRORMERES. TAAREERE =0 RERY T2
BHE, ZRAFBRE, AABRSHARAEEEBMHEE IERTRBIEERBY TERSE TRIOANSY
%, UHERAMARME, VSRR ERIOEER EATEN, TRESTRENREE, THER 554
EfERAR, A R&ME K5 E-RIEERATHTIR, RHERD.

AT A mRNA £ 51 BRERSF THRAARER & LHEFERE Y, %87 Opern 2719 60 £
M+ EBRITREILE 447 PCR ¥ 18, MIE1618 1000 BAY HEH, HPREEREW 3 4, LY
Fi, 3 FERWHHOIEGE, BERNFTANIEME, BXSHH DNA FHER-HN, LERELRY
cDNA KB RBT RRME D EFERBHER.

3.2 iR AR IPEEERIRIZREA

HYNESERIEREMTFHRUERER, ARRBMEMENEAIEL (overall architecture) XA R
ERBESEY P, BSHL, HRSELIAEREERHESRRENER TERENEMARSAERN
BERLANEREENET SEFXBEANS FRAMIFIE D . MEAYKARENSRER " STHRER
AERBNS FRAMAECER TEEEE. HYREIA LR 453858 E 3R R bR b i3
B, HEEOTHREEARARERME, FETTR AR R & R E 2 PR3 A £ & MRS o F
MENFTAEER L,

FFTLERERY, EMRNEMIERERHERNRSRANERFYE, EEESGEAMERKEPE
HREFNRE, IHECABRERERPSIERENBEREARBGARFRERE, ERTEEREEMR
HER, SHERMRSMEREERFSMERER, XE—SHREYGARES ST BREREAREEE
MFAWMER, EAREME, MEESTMT, EWEABRTHSHEREENBIEE. BHERAE. (EHA
MM BEBTRE, REREFEMNNESHARMRANEAR, ILFORTENEMES. LHE
B FEENERCIBRERAZETEER, RIEEMME LN LA, #ARKEEETRE
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