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Molecular Biological Identification of Wheat Salt Tolerant Lines
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Abstrace: In this paper, 5 wheat salt tolerant mutants ( H8706-34. H8706—44. H8706—48.
RH8706-49, H8706—57) derived from anther culture, EMS induction and salt tolerance selection and
their parents ( Punong3665. Bainong3039) were used as materials, all the mutants have inherited stably
for 9 gaperations. Differences were revealed between the mutants and their parents using chemical marker
(gliadin) and molecular marker ( RAPD) |, the results showed that compared with the parents, the
mutanty varied not only on the protein level, but also on the DNA level, which supplied hard evidence of
the truth of the mutants and ruled out the possibility of salt adaptation. RAPD analysis were conducted
among the 5 mutants by 218 primers, which proved they were a series of near isogenic lines of different
salt tolarance because of their little difference and similar genetic background,
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111 #HR {4 RH8706—49. H8706—34, H8706—44, H8706—48. HB706—57 i 3665/ B4
3039F, RAEEHEHRIE. EMS 8. WK EMEAINE - SHNER, Bt rmREH2dELE I RA
TR, JE IR (20,
112 4 10—mer FEMLS Y M E £ E Operon A F]; Tag W EHEREYW LE A6, INTPs I H
Bio—Lab,
1.1.3 PCR {X S MJ AT PTC-100™ Programmable Thermal Controlier,
1.2 Fik
121 FEBEARK SEERFNTER . ARER L
122 /NE# DNA MR BURESHRI A 3~5g, TERFSHF FREME MR A S0ml 808+,
RIE M 20ml 28 W (100mmol / L Tris—HCl, pH8.5; 50mmol/ L EDTA, pHS8.0; 2%SDS: 100mmol/ L
NaClD X 100p] & A B KE&EWKE R 0.05mg / ml), T84, BELOEET 65CKM 1~2h, WP agiR
HILKR. BUHE.LE, SEMASEBERE /S50 1. B5JG, 3000r/ min &0 20min. # LIEEBAS
BB, MAZERBRIES. BYE, 30005/ min B 20mine. W EHRTR -BLOET, MA 06V R
WhE, RR2ES, H1E-BEA, RS AEBAE DNA, FHH 70% B8 2~3 K, SF. ¥ DNABT
Sml TE &1, fiiA 100ug RNase(R& DNase)37C B 1~3h. MASEKER /€145, %2E4. 3000/ min
B 15min, BB, MASEEG SN, BS. 3000r/ min .0 15Smin, B E#E. MA 1/10V3mol/ L
NaAc(pH5.2WR 5 /G A 2V 100%¥% .88, Fimssasti DNA, 70% B 2~3 K, SF. IMAEE TE %
DNA. DL 0Dy, Wl DNA IREE, BL ODygy/ ODyg K MAXBRAI
123 RAPD EF &% Willams ik ” BA K. ERKRN 20ul, HHEHAR DNA SOng, Tag B
0.9U, dCTP. dATP. dGTP. dTTP &¥kE ¥ 0.lmmol /L, 1ul EEVLTI4.

PWRE R S&M: 90s/94C M . 45s/94C. 45s/36'C. 120s/72C, fE3F 40 k. RJF 72C A
4min, YIHFYTE 1] %EEEERKPHEKE, T 0.5ug/ ml EB K/KERT A 30min, DLIZEBKE S 20min
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ot SRIT
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. BR 3039
Rf=0,19— . Punong 3665
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H8706~44
. H8706—48

. RH8706—49

. H8706-57

B R R B v 2R TR i

OPE

&2 OPE12 K OPT16 EREE S EAZ BN P =4
1. B4 3039; 2. Mk 3665; 3. H8706—34; 4. RH8706—49; 5. H8706—44; 6. H8706—48; 7. H8706—57,

222 FEEZREIKEZHE A 218 ABIYN 5 AREERSHEITT RAPD 447, 2450H3EH 210 A 5IUHE T ¥
. BRI 95.9%, YL 1244 £, PHEASIOUY L 6 £ A 6 1314 (OPK,,.
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2 GEINE I ME2, THS ARAE AN SEEBAFTE 0.0004~0.002 2[R, HEAT R, FREEK
M2 RED, BNEETERMASIYPRAT SRR, A& E#EEBNNERARTENRET R
4 #L.



6

RS /DEMERERN 5 FEYEEE

35

1

2 3 45

B3 RARZIAE RAPD § 4R
1. H8706-34; 2. RH8706—49: 3. H8706—44; 4. H8706—48; 5. H8706-57.
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#1 REGZASBHGT

5 ¥ RH8706—49 H8706—-34 H8706—44 H8706—48 H8706—57

OPK11 +

OPS02 -+

OPS06 +

OPS10 +

OPS15 + +

OPZ08 +

o RPHOREFRYRTOAALE " RERREE YY),
%2 REGZEBEEES
¥ A SHH B N, Ny Nyp BIEER(D)

RH8706—49 & H8706-34 1238 1238 1237 0.00081
RH8706—49 5 H8706—44 1238 1239 1238 0.0004
RH8706—49 5 H8706—48 1238 1239 1238 0.0004
RH8706-49 5 H8706—57 1238 1242 1238 0.0016
H8706-34 5 H8706—44 1239 1239 1238 0.00081
H8706—34 &5 H8706—48 1239 1239 1238 0.00081
H8706~-34 5 H8706—57 1239 1242 1238 0.002
H8706—44 5 H8706—48 1239 1239 1238 0.00081
H8706—44 5 H8706—57 1239 1239 1238 0.002
HB706—48 5 H8706—57 1239 1242 1239 0.0012

H: N, Ny S8k A, BADERY RAPD Bi% & B BB SWH, N RS A 5HE B B FHRNHE K,
WAEHEES D=1-2N 4N, +Np).
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