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Proteomics Analysis of Differentially Expressed Tropomyosin, Vimentin and
HSP 70 in Highly Metagatic Sub-line o Human Hepatoma Cdls
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Abdgract Metagassis the mog inddious incidence of cancers. However \little is known about the nolecular
mechanism of tunor metagass. A highly metagatic subrline of H7402 hepatoma cells(termed M- H7402) was
developed through screening from the lung tissue of severe combined immunodeficiency (SCID) mice injected
with H7402 cells by primary cel culture ,M-H7402 cdl line was sHected as an experimental nodd . Two-
dimengona gel eectrophoreds and mass gpectrometry are combined to gpproach the protein profiles asociated
with tunor metagads between H7402 and M-H7402 cdl lines. Image anadyss of Goomasse brilliant blue
dained two-dimengona gds revedled that three protein gpots showed dgnificantly quartities variation. These
candidate proteins were detected by ESFQUAD- TOF mass spectrometer andyss,and searched in a publicly
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available MDB database usng peptide mass fingerprinting (PVIF) . The results showed that they were
tropomyosin ,vimentin and heat shock protein 70(HSP70) ,reectively. It was reported that these proteins were
involved in the norma physologica activities, such as composng cytoskeleton , protein folding and protein
interactinon , etc. Recent sudy demondrated that tropomyodn is an esentid filament protein and vimentin
expresson ooincides with cellular gromth and cell cycle progresson as well ;while certain tunor cel lines
express HSP-70 on cel surface. The up-regulation of troponmyodn ,vimentin and heat shock protein 70 were
found in M-H7402 cdls,suggeding that the proteins were involved in tunor metasass.

Key words hepatoma, proteomics, proteins asociated with metagad's, tropomyosn, vimentin, heat shock

protein 70
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2 metrixscience. com) ,
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Table 1 Idertification of three proteins by mass gpectrum
Sot No. NGBI protein No. MIB ID Peptides metched pl Mass Tota soore Protein name
MPL CAA28258 S11390 4 4.75 28185 200 Tropomyosin
MP2 08670 AABA47T21 3 5.00 51260 108 Vimentin
MP3 NP. 068814 Q9615 3 6.74 70204 60 HSP70
(ay kD
97
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45
30
20.1
14.4
® kD
97
66
45
30
20.1
14.4

Fig.1 Identification of different proteinsfrom total proteins by two dimendond electrophores's (2DE) (pH 3  10) , conparing M- H7402 cells(A)

with H7402 cells(B)

In the gdl three remerkable high expressed protein goots were found in M-H7402 cdlls, which were termed MPL, MP2 and MP3 , regectively.

The right pictures were the arrplification of the I€ft pictures
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Fig.2 The three otsdof candidate proteins were detected by ES-QUAD- TOF mass ectrometer andyss
The sanples were identified by searching in a publicly available MSDB database using peptide mass fingerprinting (FMF) .
The andys's showed that they are tropomyosin (A) , vimentin (B) and heat shock 70 protein (C) , repectively

M-H7402 , H7402
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