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An Expansion of Joint Segregation Analysis of Quantitative
Trait for Using P, , P, and DH or RIL Populations
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Abstract; More than three major genes controlling quantitative trait are often obtained in QTL mapping. However, it
is very difficult to develop joint segregation analysis with three major genes but for DH or RIL population, There-
fore, an expansion of the inheritance model, such as linkage between two major genes, three major genes, three ma-
jor genes p]'us polygenes, was developed in this paper. Finally, an example of the inheritance of flowering date of
soybean for using P, ,» P; and RIL populations derived frem a cross between Keifeng 1 and Nannong 1138 - 2 was
used to explain the procedures.
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Table 1 The estimate of recombination vatwe for identifying two linkage major genes
plus polygenes inheritance model using P, , P,, DH or RIL populations
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Table 2 Three major genes models
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Fig. 1 The results of segregating analysis of date 1o flower of a soybean RIL
population derived from a cross between Keifeng 1 and Nannong 113§—2
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Table 3  Analysis of variances
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Table 5 The estimates of genetic parameters of soybean
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