it % HEREDITAS( Beijing)23(5):449 ~ 451,2001

63 5 IO F & Bz 8 T R¥ YA U
RESRZHUNXER

# K

(LEHAHIBITEEEE TR TR AN 224001

A EAEF-EFREAMT GG AR AL S I HENEERNEDFEERRERENBTIE
7,85 4 M EAEERBEALE. A UPGMA fi NJ a0 B 00T £ 0 &1 8 T F . 0 OF § 198 0 &
FAAFRNRENLH. FRTHNOQAERISHELER ERPATHANES ZNREMTFOTRD
FEEEMRENE, MARTER BORFEMN SRR AN %7 4 R NP 495
WM BN RN NERERER TSN, B ATH AN THENNE Y- REEA. &
ERGMEREER T HA MTHTHERERGED,

SC R Ko I W R AR LU L A R AE

RS EE Qes1t. 2 ERIRiIRE A T EME 0253 —9772(2001)05— 0449~ 03

A Study of the Construction of Evolotionary Tree of Four Fishes
in Cyprinidate by Similarity Values of Intesjinal Microflora

ZHAQ Qing-xin
(Department of Biology Yancheng Teachers University ,Yancheng Tiangsu,224001 China)

Abstract . This paper is an analysis and appraisal of aerobe and facultative anaerobe among intestinal bacteriom of the
following fishes: Ctenophar yngodomidellus. Hypophtha lmichthys molitrix, Megalorama ambly cephala Yih and
Cyprinus carpio haematopterus under same surroundings. After that, We contain similarity values of intestinal bac-
teria were obtained between every two kinds of the four fishes. We constructed the revolutionary trees of in Cyprini-
date, Leuciscinae, Abramidinae, Cyprininae and Hypophthalmi by NJ method and UPGMA method according to the
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Fig.2 Evolutionary tree of foor in Cyprinidate by NJ method according to similar values of intestinal bacteria
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