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Population Genetic Study of the STR Locus
D7S82201 in Chinese and Thai Populations

HUANG Dai-xinEAZHANG LinfWU Mei-yunE€HEN Guo-diE€HEN Yu-bo
£7 Department of Forensic BiologyE~West China University of Medical SciencesE~Chengdu 610041£-China£0

AbstractEThe polymorphism of a new short tandem repeaf” STREClocus 1752201 was analyzed by using AmpFLP. Seven alleles

were observed in 262 unrelated Chinese individuals living in Chengdu and five alleles in 119 unrelated Thai individuals living in

BangkokE-the ranges of fragment size were 100 ~ 124bp. The genotypes distributions of D752201 locus in the two populations were

in accordance with Hardy Weinberg equilibrium. The discriminating poweE " PpEB-observed heterozygositE™” HE®-polymorphism in-
formation contenf™” CpE€nd power of exclusiorE”” PrEGvere 0.7038£-05992E£-04789£-02900 in Chinese population and 0.7351£-0.
5882£-0.5012£-0.2770 in Thai population respectively. Family studies confirmed Mendelian inheritance of alleles. No significant

difference was observed between the two populations.
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Table 1 Allele frequencies of D752201
locus in Chinese and Thai populations
EPAE = +8x%160
C0x3ECTE ", = 262£010EEECTA " = 119£0

1

HET»»000 -1 6D§ " bpeO

11 100 0.0038 £ 0.0027
2 104 0.0286+0.0073  0.0504 = 0.0142
13 108 0.3817+0.0213  0.3866=0.0316
14 112 0.5362+0.0218  0.5126=0.0324
5 116 0.0344+0.0080  0.0420+0.0130
16 120 0.0134+0.0050  0.0084 = 0.0059
17 124 0.0019 +0.0019 _—
y2=2.425 df=4  P=0.6586
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Table 2  Statistic parameters of D752201 locus in Chinese and Thai populations
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