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Sreening and ldentification of Differentially Expressed Genes
from Influenza Virus Infected- Host Cells by Suppression
Subtractive Hybridization

CHEN Zhongrhin, YANGJing, WANG Hua, SUN Oujun, WANG Sheng-qj
( Department o Biatechnology , Biochip Technical Center , Beijing Ingtitute d Radiation Medicine, Beijing 100850, China)

Abdgract An dternative grategy for antivird drug finding is to inhibit the function of hog protein that are
eszertia for the virus to conplete its replication. To find the potentid celular anti-viral targets which were
differentially expressed genes during irfluenza virus irfection, subtractive cDNA library was condructed by
suppression subtractive hybridization(SSH) with influenza virus A/L fang/93-9 (H3N2) irfected MDCK cells
as teter and nock-irfected MDCK cdls as driver. 100 clones were randomly sdlected for further DNA
sequencing , blag honology analyds and function prediction. It was showed that the inserts in subtractive
cDNA library were between 250—1 000 hbp. Mog of the subtractive genes differentidly expressed during
Irfluenza virus irfection were related to energy process and protein synthess pathway. Mearwhile , 19 clones
were found to be novel EST as no functional clues were asociated with them by bioirformetic anadlyds. The
rnovel ESTs differentialy expressed in the course of irfluenza virus irfection would make a good foundation for
further finding hog-derived artivird target and diagnogic biomarker, and as probing the nolecular
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pathogeneds of influenza virus irfection.
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(A)1—10:No. 161 —170; (=) 1 —10:No. 171 —180; (C) 1 —10:No. 181 —190; (D) 1 —10:No. 191 —200 ;M :DNA marker

-A (LDHA)
, , C G Y-5 a :
, L41 proteasome (prosome,,
( ) : , macropain) & (Pamal)
X honolog 1(FXR1)
H3 L6,L7 (RAL7) L11 (RA.11) ,
L18a SI3 (RPSI3) a (PTMA) , cDNA ,19
A2 (annexin A2) RAS (RAB10) cDNA ,
(GuPY) EST
(PR-1) (capectin) | (p11)
ﬂ(()j]CGTGGTCGCGGCCGAGG'I"l CUIGCTATGGTTOGCCCTATTCAAAGAAATACATATATTTT

AAAGAGGCAGGATGAGTGTTTTCTCCCTAAAGGAATATACATAGTCTTAGTTTACATCANTT
CCAGTACCTGCCCGGOOGGUCGUTCOAA

No.2

AGCGTOGGTCGCOGLCUGAGG TAATTCATAAACCATAGAAAGATTAACCTANTCATTTTGGET
CTTTCCCACACTCCACCATGCAGAACATATATTC TCTOAGCAGTCAGCATGAGAATACTTAG
GAAATAATCATAATAATTACCCAAATATTTICTGOAIAGATCCTTGATGTTACGUTCTCCTAC
GTGTTCCTCTCATTCTAAAGTTGGTCTCTGAGGAGCAGATAGCTTATTCCAATAATGACCCA
TGCTTG OGO TCTGATCTCAGACCGTCTATTCAGCAGGAATAAG TG TGO O TAGAAGTCAG
ICTTATTTCGAGAAGTCCTATCAGOAGGACCACTAGCCATUAN T AACTGAG TAGTTGTTAAC
AAATATTGOGCAGAAGGGGGCCTTTCTOACAGUAAAGTTOACGATAAAG AN GGOCTAG
TTTCACCTCCTTTAAACT TCAGOA T TGGCAAACTGAAGATTTAGITATGTAGGACTTTAATT
CCTTCTTCAGGACCAAGTTAATAANNAGACCAAGCAAGAAACTCCTGA TTAAACTGGATATGG

AGTATTTTGTAGG
Ne.3

AGCGTGGTCGCGGCCOAGGTGGOATGGOTTGGGGOATGTCAGGAAGT

TCTACTGTTGOTGG

ATTCGTTCACTGTTGGTCTTAATT T T T T TAAACTIGTCTTTATOTCCAAATOAGATTCGT

No.12

GGGTAATGTAATGTGCTTTATTTTACAATGAAGATT TUAAAAAUAAAACACCAGAAGUAAA
GTTACAAGAGAAACTGGGOAAAAATATTTACACTTCATATTATGAAUCAAAUAAGTAATTGT
CCCCAAACATAAAGATTIGCU T TCTACAAACTGCCAAAAATACGAAU AACTTAGGAAGAAA

ATGAAGACACCTGCCCGGGCGOUCGCTCHAA
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CTCAGTTCAAGT T TAATAGAAACAACAAAAGATCAAAAGTGATGOCTTGC TACTACTGIAC
CTCGGUCGLGACCATUGCTA

No.18

GTTTTACTCAAATATTTIATTAAAGGCCTTCATAGAG IAAAATCCAGCCTCCAGATCCAACT
GCCAAGGAGACCCTATTTATGCTUTUGGGTYACCTOUCLGULL CHLLCUA

No.30

ATGGGTCACTGAGGCCT I'TTTATTCTGCACATAAAACCACTGGGOATCTIGCCTGTAGACA
CCTTOGAGATTATTACATAGACAGACCTGGOTCCAGATOCTTOOTGGAAGTGAGGTGAGAAA
GCAACGATITGGACCAATTACATOTT TACAGAGU FAGGUTTCCCAGUAG FICCAGATGT
CAACTCTGGCTTCTGTAGOCAATTCTAAGGAACCTTTGAGAAAATCACGGUGAAGGGAGAG
GGCAGCTAACTAGCACAGGGCCCTGUCACTITIGOGGCTCGGGOCUTTGAGE 1GCLLGGGGG
AGCACGAGGTCTAACGAGCTGACTCAGGACCTCOGUCGCGACCACGA

No.32

AGCOTGGETCGCGGCCGAGOTACAATTIACAGCTGATGAGCTGT T ITAGAAATAAACTGTGG
TATGTGTTUTCAG I GCCACAAACATITAAAAAAAAAAAAAAAAAAAAACCTGUCCOGGGOT .
GGCCGCTCGAA

No.38
AGCGTGGTCGUCGGUCGAGGTACATAGTCCTTTTACTTCCTIGTAGCCTGTGAAACTAGTTTA
TAATAAACTCTTAAGAATATTGCAAAAAAAAAAAAAAAAAANAANANAADLAAAGCTTGAC
CTGCCCOGUGCGGCCGOTCGAA

No.41
GACTCAATCAATAAGTCTTATTGATIACCTACTATGTGCCCAGCACTCTTATAGCTAGTCTGG
GAGATACAAAGAGGCCTCGOUGUGATGGTCUCTACCUCTCAAGAGTTTACAATGTCCTTGTGA
ANTCAGATACTCACAAAAAGATAACTACCCATCAAAAAT TG TGAAT AATAAGCATCAGAGA
AGCAAGAGTTATATACACGGAGGUATAGAGGAAGGAGCGTAGGAGAGAAATGOAGTGOT
GAGAGGTGACTCGGTGTAGGAGGTOGUG TGO TCAGCAAGITCTCCAGACAGCAGGAGOACT
TGACTAAGAGGACAGGCCCTICCAGUTTGGGAGAAGAGCTCAGTCATAAGTAAGAAGU TG
GAGAGGTGUAAACCTCGGUCGUGACCALGA

No.43

TCGAGCGGCCGOCCGGGUAGGTAGCAGACTTTGTAGAA GCALGTC 2 ACAAGUTCCAUTGA
TGTGTGTCTCCCAGCCCTGTCOCCCAGUCCTCA TG I M T TUATA AAACACTGAATTCTTL )
ATGCCGOOCOTCAGOTTGCCACACATOOOGTGIA L GU IGUTCTCTCTGUETCAT G IGCTCCCA
GCCATCCTTCCTTACCTGGGATGTTTCCATTITCTCCTTOCAGGULALCATCAAGGTGLGOUTC
TEIGAAATCICCCTTGTTCC ACCCAAGGAGTACTTCGGOCOCGACCAC

3 H
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" 7] [10]
m 1
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(TNE) (1AN) (MIP1; tRNA b12S 16 SrRNA, NADH
MCP1;1P-10) (Bcl-2 , Fas receptor/Fas 1 L6 L7

Ag;TGB) e , (RAL7) L11 (RAL11) L18a  SI3 (RPSL3)
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